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89 1 13.125 0.004373 3 group1(11C,4T) group2(46 C)
1206 0 37.884 2.99E-08 3 group1(15 C) group2(6 C, 40 T) Yes
1260 0 16.7 8.15E-04 3 groupl(5 A, 10 G) group2(46 G)
2013 1 41.331 5.56E-09 3 groupl(13 A, 2C) group2(2 A, 44 C)
2606 1 41.331 5.56E-09 3 groupl(2 C, 13 T) group2(44 C,2T)
2759 1 37.545 3.53E-08 3 groupl(2 G,13T) group2(43G,3T)
2760 1 41.331 5.56E-09 3 groupl(2 G, 13T) group2(44 G, 2T)
3567 1 41.331 5.56E-09 3 group1(13C,2T) group2(2 C, 44 T)
3584 1 41.331 5.56E-09 3 groupl(2 A, 13 G) group2(44 A, 2 G)
3626 0 40.773 7.31E-09 3 groupl(15 C) group2(5C, 41T) Yes
4108 1 41.331 5.56E-09 3 groupl(13 A, 2G) group2(2 A, 44 G)
5142 1 41.331 5.56E-09 3 groupl(13 G, 2T) group2(2 G, 44 T)
5251 1 43.965 1.54E-09 3 groupl(15 A) group2(4 A, 42 C) Yes
5811 1 41.331 5.56E-09 3 groupl(13C,2T) group2(2 C, 44 T)
6255 1 13.125 0.004373 3 groupl(4 A, 11 T) group2(46 T)
6990 1 41.331 5.56E-09 3 groupl(2 C, 13 T) group2(44 C,2T)
7137 1 41.331 5.56E-09 3 groupl(2 C, 13 T) group2(44 C,2T)
7881 1 41.331 5.56E-09 3 groupl(13C,2T) group2(2 C, 44 T)
8502 1 43.965 1.54E-09 3 group1(15 G) group2(4 G, 42 T) Yes
8559 0 40.773 7.31E-09 3 groupl(15 C) group2(5C, 41 T) Yes
9176 1 43.965 1.54E-09 3 group1(15 C) group2(4 C, 42 T) Yes
9335 1 41.331 5.56E-09 3 group1(13C,2T) group2(2 C, 44 T)
9404 0 30.663 1.00E-06 3 group1(15 C) group2(9 C, 37 T) Yes
9479 0 35.258 1.07E-07 3 group1(15 C) group2(7 C,39T) Yes
9625 1 9.674 0.02155 3 groupl(12C,3T) group2(46 C)
10979 1 41.331 5.56E-09 3 groupl(13 A, 2T) group2(2 A, 44 T)
12121 1 41.331 5.56E-09 3 group1(13C,2T) group2(2 C, 44 T)
13762 1 41.331 5.56E-09 3 groupl(13 G, 2T) group2(2 G, 44 T)
14120 1 41.431 2.19E-08 4 groupl(12 A, 2G,1N) group2(2 A, 44 G)
14304 1 41.331 5.56E-09 3 groupl(13C,2T) group2(2 C, 44 T)
17378 1 19.802 1.87E-04 3 groupl(7 C,8T) group2(44 C,2T)
17394 0 24.246 2.22E-05 3 groupl(8C,7T) group2(46 C)
17568 0 23.441 3.27E-05 3 group1(15 G) group2(13 G, 33 T) Yes
18184 1 45.66 6.70E-10 3 groupl(2 A, 13 C) group2(45 A, 1C)
19410 1 41.331 5.56E-09 3 groupl(2 A, 13 G) group2(44 A, 2 G)
20854 0 40.773 7.31E-09 3 group1(15 A) group2(5 A, 41 G) Yes
21246 1 13.125 0.004373 3 groupl(11C,4T) group2(46 C)
21735 0 26.774 6.57E-06 3 group1(15 A) group2(11 A, 35G) Yes 77
21921 1 41.331 5.56E-09 3 group1(2 C, 13 T) group2(44 C,2T) 139
21945 1 19.802 1.87E-04 3 groupl(7 A, 8 G) group2(44 A, 2 G) 147
22186 1 16.697 8.16E-04 3 groupl(2 A, 10C,3G) group2(46 C) 227
22233 1 13.125 0.004373 3 groupl(11 A, 4G) group2(46 A) 243
22236 0 23.441 3.27E-05 3 group1(15 C) group2(13C, 33 T) Yes 244
22531 0 37.884 2.99E-08 3 groupl1(15 G) group2(40 A, 6 G) Yes 342
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22536 0 40.773 7.31E-09 3 group1(15 G) group2(41 A,5G) Yes 344
22584 1 51.477 3.87E-11 3 groupl(15 C) group2(2 C, 44 T) Yes 360
22888 1 41.331 5.56E-09 3 groupl(2 C,13T) group2(44C,2T) 461
22889 0 16.7 8.15E-04 3 group1(10C,5T) group2(46 C) 462
22920 1 41.331 5.56E-09 3 group1(13C,2T) group2(2 C, 44 T) 472
22941 0 32.372 4.37E-07 3 groupl(6 A, 9 G) group2(46 A) 479
22942 1 41.149 6.08E-09 3 groupl(11 A, 4T) group2(46 T) 479
22944 1 41.331 5.56E-09 3 groupl(2 A, 13 G) group2(44 A, 2 G) 480
22965 1 51.477 3.87E-11 3 groupl(15 G) group2(44 C, 2 G) Yes 487
23330 1 45.66 6.70E-10 3 groupl(2 G, 13 1) group2(45G,1T) 609
23331 1 45.66 6.70E-10 3 group1(2 C,13T) group2(45C, 1T) 609
23344 1 45.66 6.70E-10 3 groupl(13 A, 2T) group2(1 A, 45T) 613
23499 1 51.477 3.87E-11 3 groupl(15 C) group2(2 C, 44 T7) Yes 665
23733 1 41.331 5.56E-09 3 groupl(2 C, 13 G) group2(44 C, 2 G) 743
23799 1 41.331 5.56E-09 3 groupl(2 C,13T) group2(44 C,2T) 765
23837 0 35.258 1.07E-07 3 groupl(15 G) group2(7 G,39T) Yes 778
24397 1 9.674 0.02155 3 groupl(12 G, 3T) group2(46 G) 964
24580 0 40.773 7.31E-09 3 group1(15 C) group2(5C, 41T) Yes 1025
24744 1 9.674 0.02155 3 groupl(12 A, 3 G) group2(46 A) 1080
24992 1 43.965 1.54E-09 3 group1(15 G) group2(42 A, 4 G) Yes 1163
25045 1 41.331 5.56E-09 3 groupl(13C,2T) group2(2 C, 44 T) 1180
25300 1 51.477 3.87E-11 3 groupl(15 A) group2(2 A, 44 T) Yes
25355 1 36.741 2.04E-07 4 groupl(11 A, 3C,1T) group2(2A,43C,1Y)

25370 1 41.331 5.56E-09 3 groupl(2 A, 13 G) group2(44 A, 2 G)

25522 1 55.937 4.33E-12 3 groupl(15 A) group2(1 A,45T) Yes
25642 1 51.477 3.87E-11 3 group1(15 G) group2(2 G, 44 T) Yes
25707 1 45.66 6.70E-10 3 groupl(13 A, 2T) group2(1 A, 45T)

26057 1 9.674 0.02155 3 groupl(3C,12T) group2(46 T)

26424 1 51.477 3.87E-11 3 group1(15 A) group2(2 A, 44 G) Yes
26450 1 41.331 5.56E-09 3 groupl(2 A, 13 G) group2(44 A, 2 G)

26600 1 43.965 1.54E-09 3 group1(15 C) group2(4 C, 42 T) Yes
27199 1 9.674 0.02155 3 group1(12 A, 3 G) group2(46 A)

27400 1 23.536 3.12E-05 3 groupl(7 A, 8 G) group2(45 A, 1 G)

27439 1 36.606 5.58E-08 3 groupl(3C,12T) group2(44 C,2T)

27841 1 23.439 1.04E-04 4 groupl(15 C) group2(2-,13C,31T) Yes
27897 0 40.773 3.00E-08 4 groupl(15T) group2(41-,5T)

27898 0 40.773 3.00E-08 4 group1(15 C) group2(41-,5C)

27899 0 40.773 3.00E-08 4 group1(15 C) group2(41-,5C)

27900 0 40.773 3.00E-08 4 group1(15T) group2(41-,5T)

27901 0 40.773 3.00E-08 4 groupl(15 A) group2(41-,5A)

27902 0 40.773 3.00E-08 4 group1(15 C) group2(41-,5C)

27903 0 40.773 3.00E-08 4 groupl(15T) group2(41-,5T)

27904 0 40.773 3.00E-08 4 group1(15 G) group2(41-,5G)

27905 0 40.773 3.00E-08 4 group1(15 G) group2(41-,5G)
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27906 0 40.773 3.00E-08 4 group1(15T) group2(41-,5T)
27907 0 40.773 3.00E-08 4 group1(15T) group2(41-,5T)
27908 0 40.773 3.00E-08 4 groupl(15 A) group2(41-,5A)
27909 0 40.773 3.00E-08 4 groupl(15 C) group2(41-,5C)
27910 0 40.773 3.00E-08 4 group1(15 C) group2(41-,5C)
27911 0 40.773 3.00E-08 4 group1(15 A) group2(41-,5A)
27912 0 40.773 3.00E-08 4 group1(15 A) group2(41-,5A)
27913 0 40.773 3.00E-08 4 group1(15 C) group2(41-,5C)
27914 0 40.773 3.00E-08 4 group1(15 C) group2(41-,5C)
27915 0 40.773 3.00E-08 4 group1(15T) group2(41-,5T)
27916 0 40.773 3.00E-08 4 groupl(15 G) group2(41-,5G)
27917 0 40.773 3.00E-08 4 group1(15 A) group2(41-,5A)
27918 0 40.773 3.00E-08 4 groupl(15 A) group2(41-,5A)
27919 0 40.773 3.00E-08 4 group1(15T) group2(41-,5T)
27920 0 40.773 3.00E-08 4 group1(15 G) group2(41-,5G)
27921 0 40.773 3.00E-08 4 group1(15 G) group2(41-,5G)
27922 0 40.773 3.00E-08 4 group1(15 A) group2(41-,5A)
27923 1 31.239 2.74E-06 4 groupl(2 -, 13 A) group2(41-,5A)
27924 1 31.239 2.74E-06 4 groupl(2 -, 13T) group2(41-,5T)
27925 0 40.773 3.00E-08 4 groupl(15 A) group2(41-,5A)
27936 1 41.35 2.28E-08 4 groupl(13 A, 2C) group2(2 -, 2 A, 42 C)
28145 1 12.774 0.01244 4 groupl(9 A, 6 C) group2(1-,43 A, 2C)
28243 1 45.66 6.70E-10 3 groupl(13C,2T) group2(1 C,45T)
28633 1 9.671 0.02158 3 groupl(12C,1G,2T) group2(46 C)

28993 1 9.355 0.02492 3 groupl(10 A, 5G) group2(44 A, 2 G)
29052 1 9.355 0.02492 3 groupl(10C,5T) group2(44 C,2T)
29065 1 41.331 5.56E-09 3 group1(13G, 2T) group2(2 G, 44 T)
29313 1 9.674 0.02155 3 group1(12C,3T) group2(46 C)

29768 1 23.524 3.14E-05 3 groupl(5C, 3G) group2(1 C, 42 G)




