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Abstract: The lentiviral accessory protein, Vpx, is known to counteract a restriction factor
that is specific to myeloid cells, such as macrophages and dendritic cells. This review
summarizes the findings in two seminal studies that identify SAMHD1 as the cellular
protein that is responsible for myeloid cell restriction, and establish the existence of other
types of restriction in these cells.
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1. Introduction
The Genus “Lentivirus” includes viruses that infect mammals including primates, sheep, goats,
cattle, horses and cats. Lentivirus infection has typically been associated with slow diseases affecting
the immune system. Lentiviruses have complex genomes encoding multiple “accessory” genes in
addition to the prototypical retroviral structural genes, gag, pol and env. Lentiviral accessory genes
were initially found to be largely dispensable for virus replication in vitro. However, over the years,
multiple biological roles have emerged for these genes, and their roles in in vivo viral replication and
pathogenesis are increasingly becoming clear. Collectively, lentiviral accessory genes play multiple
roles in regulating the relationship between the virus and the host and, more specifically, many of the
encoded proteins specialize in overcoming innate immune defense mechanisms [1]. The host proteins
that are effectors for these innate immune mechanisms are often referred to as “restriction factors”.
Lentiviruses are also well known for their unusual ability to infect non-dividing cells, such as
myeloid-lineage cells. Thus, many lentiviruses have the ability to infect macrophages and/or dendritic
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cells. These cells are thought to play crucial roles in establishment of infection at mucosal sites,
dissemination of virus throughout the body and, specifically lymphoid organs and the central nervous
system, and to facilitate trans-infection of T-cells (reviewed in [2]).
Primate lentiviruses naturally infect African primates. So far, 40 African primate species have
been documented by serology to harbor lentiviruses, and 32 of those instances are confirmed by
sequencing [3]. All primate lentiviruses encode an accessory gene termed vpr (viral protein,
regulatory). Viruses in the phylogenetic group that includes SIVsm, HIV-2 and SIVmac contain two
homologous genes, vpr and its paralog, vpx (Figure 1). It has been proposed that vpr and vpx in these
viruses arose through duplication of an ancestral vpr gene [4]. This duplication would likely have
occurred shortly after the HIV-1/SIVcpz and the SIVsmm/HIV-2 lineages diverged [4]. Because the
SIVsmm/HIV-2 vpx genes appear to be more closely related to SIVagm vpr than they are to HIV-1
vpr, other investigators have proposed that vpx arose as the result of a recombination event that
brought vpr sequences from SIVagm into SIVsmm, followed by a period of fast, adaptive evolution [5].
Figure 1. Genetic structure of HIV-1 and SIVsmm/SIVmac/HIV-2.

Vpr alleles from all tested lineages of primate lentiviruses share the ability to induce arrest in the G2
phase of the cell cycle [6–11], followed by apoptosis [12,13]. Vpx, however, has no effect on the cell
cycle and, instead, is required for efficient infection of myeloid cells, such as macrophages and
dendritic cells [8,14–16]. Vpx appears to promote the accumulation of full-length viral DNA in
non-dividing cells [8,17–20]. To explain the ability of Vpx to enhance lentiviral infection of myeloid
cells, Goujon et al. proposed that Vpx overcomes a restriction factor [17]. Treatment with proteasome
inhibitors had a similar effect to that of Vpx expression, which led to the model that the restriction
mechanism involved the ubiquitin/proteasome system [17].
Restriction factors are invariably genetically dominant. In agreement with that, fusion of permissive
cells (i.e., infection of which does not require Vpx) with restricting ones led to heterokaryons that had
the restricting phenotype [19]. Another property of some restriction factors is that their activity is
saturable (reviewed in [1]). Pre-delivery of Vpx protein into myeloid cells via SIV virions or virus-like
particles (VLP) prior to infection dramatically enhanced the permissivity of myeloid cells to infection
by either SIV or HIV-1 [19–22]. However, preincubation of target cells with either VLPs encoding
no Vpx or encoding inactive mutants of Vpx did not render cells more susceptible to subsequent
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infection [22,23], even if VLPs were used at high multiplicities of infection [24]. Therefore,
the available evidence indicates that the myeloid cell-specific restriction, presumably SAMHD1, is
not saturable.
Despite the divergent functions of Vpr and Vpx, these proteins share their ability to bind and,
presumably, manipulate the Cul4ADDB1/DCAF1 ubiquitin ligase (reviewed in [25]). Binding of lentiviral
Vpr and Vpx proteins to DCAF1 is mediated by a highly conserved leucine-rich motif [26]. While the
association with Cul4ADDB1/DCAF1 ubiquitin ligase was clearly required for Vpr to induce G2 arrest, the
role of Vpx associating with the same ubiquitin ligase was, initially, unclear (reviewed in [25,27]).
Two reports in 2008 demonstrated that the interaction of Vpx with DCAF1 is required for the
enhancement of infectivity of myeloid cells [19,20]. These studies showed that depletion of DCAF1
via RNA interference overcame the restriction effect [19,20] and that expression of a Vpx mutant,
Q76A, devoid of DCAF1 binding ability [20] was inactive.
HIV-1, a virus that does not encode Vpx, infects MDM (although with relatively low efficiency)
and fails to infect DC. However, when pre-loaded with Vpx protein (via VLPs, for example) both
MDM and DC become exquisitely sensitive to infection by HIV-1 [19–21]. Therefore, not only does
Vpx overcome a restriction against cognate viruses (SIVsmm/SIVmac/HIV-2), but it also allows
HIV-1 to infect DC, and to more efficiently infect MDM. Furthermore, inclusion of the Vpx protein
HIV-1 particles enhanced infectivity of myeloid cells [28]. These observations demonstrated that a
previously unrecognized restriction against HIV-1 exists in myeloid cells, although no activity in
HIV-1 appears to have evolved against such a restriction.
Most cell lines fail to recapitulate the restriction that is observed in myeloid cells. One notable
exception to that is the Thp-1 monocytoid line, which after differentiation in response to PMA
stimulation, acquires macrophage-like properties. Differentiated Thp-1 cells restrict HIV-1 and
SIVmac in a manner that is overcome by ectopic expression of Vpx [17,22].
2. Identification of SAMHD1 as the Vpx-Sensitive Restriction Factor
Recently, two groups have identified the culprit restriction factor that is overcome by Vpx as being
the sterile alpha motif (SAM) and HD domain-containing protein-1 protein (SAMHD1) [29,30].
Laguette and coworkers established a stable transfectant of Thp-1 expressing SIVmac251 Vpx so
that large numbers of cells expressing Vpx and the presumed restriction factor could be isolated. Cells
were induced to differentiate, and extracts were prepared, and tandem-affinity purified using FLAG
and HA tags on Vpx. Silver-stained bands on SDS-PAGE revealed the presence of multiple bands,
which were identified via tandem mass spectrometry. Suspect bands included Vpx, components of the
Cul4ADDB1/DCAF1 ubiquitin ligase complex and SAMHD1 [30].
The isolation of SAMHD1 by Hrecka and co-workers [29] followed a slightly different method.
Hrecka et al. took advantage of the known requirement of the Cul4 complex for the function of Vpx,
and transfected the major subunits of that complex (Cul4, DDB1 and DCAF1), along with SIVmac239
Vpx, into 293T cells. This is particularly remarkable given that SAMHD1-mediated restriction does
not work in this cell line. Epitope tags for tandem affinity purification were place on distal members of
the complex, specifically HA-Cul4 and FLAG-Vpx so that (a) partial complexes would not be purified;
and (b) complexes containing DCAF subunits other than DCAF1 would also not be purified.
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Both research teams, using different methods as well as different cell types, produced the same hit,
SAMHD1, as the candidate protein for the long-sought myeloid restriction factor. The expected
properties of SAMHD1 in the context of Vpx restriction were confirmed as follows. First, both groups
showed that Vpx induced proteolytic degradation of SAMHD1, which was overcome by incubation by
proteasome inhibitors. Regarding the specific role that the Cul4/DDB1/DCAF1 complex is thought to
have in degradation, both groups tested the role of Q76 Vpx residue, mutation of which was earlier
shown to be unable to bind to DCAF1 [26] and not to be able to enforce restriction [20]. As expected,
Vpx Q76A mutants in either SIVmac251 [30] or SIVmac239 [29] failed to induce degradation of
SAMHD1. Hrecka et al. more specifically probed the role of Cul4ADDB1/DCAF1 by performing RNAi
experiments in MDM, targeting DCAF1. These experiments showed that depletion of DCAF1 in
MDM abolished Vpx’s ability to induce degradation of SAMHD1 [29]. A model describing the
manipulation of Cul4ADDB1/DCAF1 by Vpx is presented in Figure 2.
Figure 2. Proposed model for the ubiquitin ligase complex responsible for putative
ubiquitination of SAMHD1. Adapted from [25].

SAMHD1 expression correlates with the ability or inability of various cell types to restrict, with
some exceptions (see below). Thus, SAMHD1 is highly expressed in restricting cell types, such as
Thp-1, monocytes, monocyte-derived macrophages (MDM) and monocyte-derived dendritic cells
(MDDC) and is undetectable (by Western blot) in permissive ones, such as Jurkat, SupT1, HPV-ALL
and U937 [30]. However, as pointed out by Hrecka and co-workers, this correlation is far from
perfect [29]. This is exemplified by the observation that certain cell types, such as undifferentiated
Thp-1 and 293T, which are unable to restrict, do express SAMHD1 [29]. Therefore, the presence or
absence of SAMHD1 alone fails to completely explain the restriction of HIV-1 and SIV in myeloid
cells, and therefore one anticipates that the story will get even more interesting as additional
requirements, perhaps cellular co-factors, come to light.
The Vpr and Vpx family of accessory proteins is conserved in sequence but functionally diverse. To
confirm whether the newly discovered ability of Vpx to induce degradation of SAMHD1 correlated
with the known functional abilities of various alleles to overcome restriction in myeloid cells, both
Laguette et al. and Hrecka et al. tested a variety of such alleles [29,30]. In summary, vpx alleles from
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SIVmac251, HIV-2ROD, and SIVmac239 induced degradation of SAMHD1 and overcame myeloid
restriction to HIV-1 [29,30]. In contrast, vpx from two different isolates of SIVrcm from Gabon and
Nigeria, or from HIV-1 vpr failed to instigate degradation of SAMHD1 [29,30].
Because Vpx induces degradation of SAMHD1, depletion via RNAi should phenocopy the
expression of Vpx, and consequently render cells more permissive to infection. Laguette and
colleagues showed that siRNAs directed against SAMHD1 indeed were able to render dendritic cells
between 6- and 34-fold more sensitive to infection by various HIV-1-derived lentiviral vectors.
Furthermore, overexpression of an siRNA-resistant cDNA of SAMHD1 restored the restriction
phenotype [30]. Hrecka et al. found that siRNAs against SAMHD1 had a modest depletion effect,
possibly indicating that SAMHD1 protein has a long half-life, and resorted to a two-step strategy for
depletion of SAMHD1. In the first step, pre-existing SAMHD1 protein would be degraded via VLP
delivery of Vpx. Four days later, cells were transfected with SAMHD1 specific siRNAs, in order to
prevent de novo synthesis. This combined approach achieved the desired effect, and rendered
macrophages sensitive to infection by HIV-1, SIVmac and HIV-2 [29].
As mentioned above, previous work had shown that Vpx-defective SIVmac and HIV-2 viruses, or
HIV-1, when infecting dendritic cells, exhibited a defect in synthesis of late reverse transcripts, while a
similar defect was not present in the synthesis of early reverse transcripts. Therefore, the expectation
was that depletion of SAMHD1 would restore efficient synthesis of late reverse transcripts.
Laguette et al. found that infection with an HIV-1-luciferase virus led to 13-fold higher levels of viral
DNA accumulation in SAMHD1-silenced THP-1 cells when compared to control (scrambled siRNA)
treated cells [30]. Hrecka et al. performed a more detailed reverse transcription analysis and
demonstrated that, as expected, the presence of SAMHD1 in retroviral infection correlated with a
selective decrease in the levels of late reverse transcripts but not of early ones. Furthermore, this effect
was progressively attenuated with increasingly more effective SAMHD1-depleting treatments
(a combination of VLP-Vpx delivery and siRNA) [29].
3. SAMHD1 and the Aicardi-Goutières Syndrome
The human SAMHD1 open reading frame was first identified in a cDNA library prepared
in MDDC, as being the homolog of the mouse gene, MG11, which is inducible by IFN- in
MDM [31,32]. The new gene was then termed DCIP for dendritic cell-derived interferon- induced
protein [31].
SAMHD1’s HD domain is predicted to coordinate divalent-cations via two His (H) and two Asp
(D) residues with variable spacing (H…DH…D) [33]. The HD domain is typically present in
phosphohydrolases that can carry out phosphomonoesterase and phosphodiesterase activities [34]. The
substrates for all studied HD domain proteins, with one exception, are nucleotides [33]. The E. coli
YfbR protein for example, is an HD domain-containing enzyme that converts dNMPs to nucleosides
and inorganic phosphate, thus controlling intracellular levels of nucleotides [33]. The exception is the
YhaM protein from Bacillus subtilis, which has exoribonuclease activity [35]. Although the enzymatic
activity of the SAMHD1 HD domain is not know at this time, when Laguette et al. mutated the
canonical residues H and D to A and A, respectively, the resultant SAMHD1(HD/AA) was unable to
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induce restriction toward HIV-1 [30]. Therefore, the putative phosphohydrolase or exonuclease
activity of the HD domain appears to be required for restriction.
The sterile alpha motif (SAM) is a 65–70 amino acid residue domain that has been implicated in
protein-protein interactions [36] and, in one specific instance, in binding to RNA hairpins [37].
Rice et al. investigated the possibility that the SAM domain of SAMHD1 could interact with RNA
hairpins by surface plasmon resonance and by in-silico modeling based on the available structure
SAMHD1’s SAM domain, and obtained negative results [38]. This would suggest that SAMHD1’s
SAM mediates interaction with another protein.
The gene encoding SAMHD1 is best known in the context of Aicardi-Goutières syndrome (AGS), a
rare genetic disorder that causes encephalopathy and other sequelae that have striking resemblance to
congenital infection and to some aspects of systemic lupus erythematosus (reviewed in [39]). The
effector mechanism in the above diseases appears to be a type-I IFN-mediated innate immune response
triggered by the presence of viral or host nucleic acids. AGS is genetically heterogeneous, with five
loci (AGS1-5) so far having been identified as responsible for this syndrome when mutated. AGS1-4
were identified as the (TREX1), RNASEH2B, RNASEH2C, RNASEH2A, respectively [39]. In 2009,
AGS5 was identified as the gene encoding SAMHD1 [38].
How the genes involved in AGS participate in its pathology is not well known. However, because
TREX1 and RNASEH2 possess nucleolytic activity, it has been proposed that they participate in
removing nucleic acids that may represent waste or the product of reverse transcription of transposable
elements [40,41]. When these unwanted or aberrant nucleic acids are not cleared, they are thought to
trigger a cell intrinsic type I IFN response. It is interesting to note that TREX1 has previously been
implicated in the HIV-1 life cycle [42], although in a somewhat different manner to what Stetson et al.
observed in the context of transposable elements [41]. Yan et al. proposed that TREX1 suppressed a
type I IFN response that otherwise would be induced by HIV-1 infection [42]. TREX1 was proposed to
degrade cytosolic DNA resulting from HIV-1 reverse transcription, which would otherwise be capable
of inducing an IFN response [42].
4. Yet Another Restriction
Manel and co-workers investigated the fate of viral infection in the presence or absence of the
myeloid cell restriction and, specifically, whether any antiviral signaling was triggered when
restriction was surpassed [21]. When restriction was overcome via VLP pre-delivery of Vpx, HIV-1
infection triggered a potent type I IFN response that was dependent on de novo viral gene expression.
Pertel and colleagues in a separate study also analyzed the properties of the IFN-induced inhibition of
viral infection in MDDC, to find that VLP-delivered Vpx could overcome a potent block to HIV-1
infection, which was derived from type I IFN stimulation [43]. This block resulted, presumably, from
activation of the same “cryptic sensor” reported by Manel et al. [21], and it did not appear to have the
properties of the block imposed by SAMHD1. Instead, this type-I IFN-derived restriction became
active only if infection was successful beyond SAMHD1’s restricting ability. There were several
surprises in the Pertel study. First, relief of the HIV-1 block by Vpx was DCAF1-independent [43].
Thus, Vpx mutants devoid of DCAF1 binding (such as Q76A and R80F) exerted similar relief of
restriction as wild-type Vpx. Also, Vpx effectively relieved restriction in the face of RNAi-mediated
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depletion of DCAF1 [43]. The second surprise in the studies by Pertel et al. was that Vpx, while able
to render MDDC cells permissive to HIV-1 infection, failed to relieve the potent block on SIVmac and
HIV-2 induced by IFN stimulation [43]. Triggering of this response required viral gene expression,
specifically, Gag protein [43]. Therefore, two new levels of restriction are emerging in myeloid cells,
which act sequentially. The first level of restriction limits infection at an early step of the viral life
cycle (reverse transcription) and is effected by SAMHD1. Vpx can overcome SAMHD1 restriction via
recruitment of Cul4ADDB1/DCAF1. A second level of restriction is triggered at a late stage in the viral life
cycle and by an unknown sensor, and results in a potent type-I IFN response that very much resembles
the response triggered by certain toll-like receptors. Vpx can help HIV-1 overcome this late response,
but, paradoxically, is unable to facilitate infection by the cognate viruses, SIVmac and HIV-2.
Finally, it is worth mentioning here that APOBEC3A has been found to inhibit infection of myeloid
cells by alpharetroviruses [44], and by lentiviruses, such as HIV-1 and SIVmac/HIV-2 [45,46]; and
that Vpx compromised the stability of APOBEC3A [45,46]. The antiviral activity of APOBEC3A,
however, appears to reveal a different type of restriction from that imposed by SAMHD1. Key
differences are that APOBEC3A expression is upregulated by HIV-1 infection although in a type I
IFN-independent fashion [45]; and that Vpx-induced degradation of APOPBEC3A, although sensitive
to the proteasome inhibitor MG132, does not appear to require the presence of DCAF1 [45].
5. Conclusions and Future Directions
SAMHD1 represents a novel type of restriction factor, which is specific to cells of the myeloid
lineage. Whether SAMHD1 acts as a sensor, which can then transmit an alarm signal to activate an
effector mechanism, or whether it acts as an effector remains to be elucidated. SAMHD1 alone does
not explain some discrepancies between cell type distribution and its ability to restrict viral infection.
Therefore, it is anticipated that additional requirements for antiviral activity will soon emerge.
Overcoming SAMHD1 and allowing viral integration and gene expression was observed to elicit a
potent IFN response with properties that were different from those of SAMHD1-mediated restriction.
Thus, it is also anticipated that further studies will eventually reveal the nature of the “cryptic sensor”
present in dendritic cells.
Collectively, many studies are now highlighting an important difference in the pathogenesis
between HIV-1 and that of HIV-2/SIVmac. It appears that HIV-2 and SIVmac have evolved
mechanisms to overcome restriction in dendritic cells and macrophages, and can therefore efficiently
infect such cell types. It is intriguing that HIV-1 can be targeted by the same restrictions and,
consequently perhaps, HIV-1 infects macrophages inefficiently and does not infect dendritic cells.
HIV-1 has not evolved, it seems, counteracting mechanisms that parallel the role of Vpx, but can
clearly benefit from the ectopic expression of Vpx in myeloid cells.
Sound scientific discoveries raise more questions than those for which they provide answers. The
identification of SAMHD1 as a myeloid cell restriction factor is undoubtedly in that category.
Conflict of Interest
The author declares no conflict of interest.

Viruses 2011, 3

1631

References and Notes
1.
2.
3.

4.
5.
6.
7.
8.

9.

10.
11.

12.
13.

14.

15.

Malim, M.H.; Emerman, M. HIV-1 accessory proteins—Ensuring viral survival in a hostile
environment. Cell Host Microbe 2008, 3, 388–398.
Haase, A.T. Targeting early infection to prevent HIV-1 mucosal transmission. Nature 2010, 464,
217–223.
Aghokeng, A.F.; Ayouba, A.; Mpoudi-Ngole, E.; Loul, S.; Liegeois, F.; Delaporte, E.; Peeters, M.
Extensive survey on the prevalence and genetic diversity of SIVs in primate bushmeat provides
insights into risks for potential new cross-species transmissions. Infect. Genet. Evol. 2010, 10,
386–396.
Tristem, M.; Marshall, C.; Karpas, A.; Hill, F. Evolution of the primate lentiviruses: Evidence
from vpx and vpr. EMBO J. 1992, 11, 3405–3412.
Sharp, P.M.; Bailes, E.; Stevenson, M.; Emerman, M.; Hahn, B.H. Gene acquisition in HIV and
SIV. Nature 1996, 383, 586–587.
Rogel, M.E.; Wu, L.I.; Emerman, M. The human immunodeficiency virus type 1 vpr gene
prevents cell proliferation during chronic infection. J. Virol. 1995, 69, 882–888.
Planelles, V.; Jowett, J.B.; Li, Q.X.; Xie, Y.; Hahn, B.; Chen, I.S. Vpr-induced cell cycle arrest is
conserved among primate lentiviruses. J. Virol. 1996, 70, 2516–2524.
Fletcher, T.M., 3rd; Brichacek, B.; Sharova, N.; Newman, M.A.; Stivahtis, G.; Sharp, P.M.;
Emerman, M.; Hahn, B.H.; Stevenson, M. Nuclear import and cell cycle arrest functions of the
HIV-1 vpr protein are encoded by two separate genes in HIV-2/SIV(sm). EMBO J. 1996, 15,
6155–6165.
He, J.; Choe, S.; Walker, R.; Di Marzio, P.; Morgan, D.O.; Landau, N.R. Human
immunodeficiency virus type 1 viral protein R (vpr) arrests cells in the G2 phase of the cell cycle
by inhibiting p34cdc2 activity. J. Virol. 1995, 69, 6705–6711.
Re, F.; Braaten, D.; Franke, E.K.; Luban, J. Human immunodeficiency virus type 1 vpr arrests the
cell cycle in g2 by inhibiting the activation of p34cdc2-cyclin b. J. Virol. 1995, 69, 6859–6864.
Jowett, J.B.; Planelles, V.; Poon, B.; Shah, N.P.; Chen, M.L.; Chen, I.S. The human
immunodeficiency virus type 1 vpr gene arrests infected t cells in the G2 + M phase of the cell
cycle. J. Virol. 1995, 69, 6304–6313.
Stewart, S.A.; Poon, B.; Jowett, J.B.; Chen, I.S. Human immunodeficiency virus type 1 vpr
induces apoptosis following cell cycle arrest. J. Virol. 1997, 71, 5579–5592.
Shostak, L.D.; Ludlow, J.; Fisk, J.; Pursell, S.; Rimel, B.J.; Nguyen, D.; Rosenblatt, J.D.;
Planelles, V. Roles of p53 and caspases in the induction of cell cycle arrest and apoptosis by HIV1 vpr. Exp. Cell Res. 1999, 251, 156–165.
Pancio, H.A.; Vander Heyden, N.; Ratner, L. The c-terminal proline-rich tail of human
immunodeficiency virus type 2 vpx is necessary for nuclear localization of the viral preintegration
complex in nondividing cells. J. Virol. 2000, 74, 6162–6167.
Guyader, M.; Emerman, M.; Montagnier, L.; Peden, K. Vpx mutants of HIV-2 are infectious in
established cell lines but display a severe defect in peripheral blood lymphocytes. EMBO J. 1989,
8, 1169–1175.

Viruses 2011, 3

1632

16. Yu, X.F.; Yu, Q.C.; Essex, M.; Lee, T.H. The vpx gene of simian immunodeficiency virus
facilitates efficient viral replication in fresh lymphocytes and macrophage. J. Virol. 1991, 65,
5088–5091.
17. Goujon, C.; Riviere, L.; Jarrosson-Wuilleme, L.; Bernaud, J.; Rigal, D.; Darlix, J.L.; Cimarelli, A.
SIVsm/HIV-2 vpx proteins promote retroviral escape from a proteasome-dependent restriction
pathway present in human dendritic cells. Retrovirology 2007, 4, 2.
18. Fujita, M.; Otsuka, M.; Miyoshi, M.; Khamsri, B.; Nomaguchi, M.; Adachi, A. Vpx is critical for
reverse transcription of the human immunodeficiency virus type 2 genome in macrophages.
J. Virol. 2008, 82, 7752–7756.
19. Sharova, N.; Wu, Y.; Zhu, X.; Stranska, R.; Kaushik, R.; Sharkey, M.; Stevenson, M. Primate
lentiviral vpx commandeers DDB1 to counteract a macrophage restriction. PLoS Pathog. 2008, 4,
e1000057.
20. Srivastava, S.; Swanson, S.K.; Manel, N.; Florens, L.; Washburn, M.P.; Skowronski, J. Lentiviral
vpx accessory factor targets VPRBP/DCAF1 substrate adaptor for cullin 4 E3 ubiquitin ligase to
enable macrophage infection. PLoS Pathog. 2008, 4, e1000059.
21. Manel, N.; Hogstad, B.; Wang, Y.; Levy, D.E.; Unutmaz, D.; Littman, D.R. A cryptic sensor for
HIV-1 activates antiviral innate immunity in dendritic cells. Nature 2010, 467, 214–217.
22. Goujon, C.; Arfi, V.; Pertel, T.; Luban, J.; Lienard, J.; Rigal, D.; Darlix, J.L.; Cimarelli, A.
Characterization of simian immunodeficiency virus SIVsm/human immunodeficiency virus type 2
vpx function in human myeloid cells. J. Virol. 2008, 82, 12335–12345.
23. Goujon, C.; Jarrosson-Wuilleme, L.; Bernaud, J.; Rigal, D.; Darlix, J.L.; Cimarelli, A. With a
little help from a friend: Increasing HIV transduction of monocyte-derived dendritic cells with
virion-like particles of SIV(mac). Gene Ther. 2006, 13, 991–994.
24. Cimarelli, A. University of Lyon, Lyon, France. Personal communication, 2011.
25. DeHart, J.L.; Planelles, V. Human immunodeficiency virus type 1 vpr links proteasomal
degradation and checkpoint activation. J. Virol. 2008, 82, 1066–1072.
26. Le Rouzic, E.; Belaidouni, N.; Estrabaud, E.; Morel, M.; Rain, J.C.; Transy, C.; MargottinGoguet, F. HIV1 vpr arrests the cell cycle by recruiting DCAF1/VPRBP, a receptor of the cul4DDB1 ubiquitin ligase. Cell Cycle 2007, 6, 182–188.
27. Ayinde, D.; Maudet, C.; Transy, C.; Margottin-Goguet, F. Limelight on two HIV/siv accessory
proteins in macrophage infection: Is vpx overshadowing vpr? Retrovirology 2010, 7, 35.
28. Sunseri, N.; O'Brien, M.; Bhardwaj, N.; Landau, N.R. Human immunodeficiency virus type 1
modified to package simian immunodeficiency virus vpx efficiently infects macrophages and
dendritic cells. J. Virol. 2011, 85, 6263–6274.
29. Hrecka, K.; Hao, C.; Gierszewska, M.; Swanson, S.K.; Kesik-Brodacka, M.; Srivastava, S.;
Florens, L.; Washburn, M.P.; Skowronski, J. Vpx relieves inhibition of HIV-1 infection of
macrophages mediated by the SAMHD1 protein. Nature 2011, 474, 658–661.
30. Laguette, N.; Sobhian, B.; Casartelli, N.; Ringeard, M.; Chable-Bessia, C.; Segeral, E.; Yatim, A.;
Emiliani, S.; Schwartz, O.; Benkirane, M. Samhd1 is the dendritic- and myeloid-cell-specific
HIV-1 restriction factor counteracted by vpx. Nature 2011, 474, 654–657.
31. Li, N.; Zhang, W.; Cao, X. Identification of human homologue of mouse ifn-gamma induced
protein from human dendritic cells. Immunol. Lett. 2000, 74, 221–224.

Viruses 2011, 3

1633

32. Lafuse, W.P.; Brown, D.; Castle, L.; Zwilling, B.S. Cloning and characterization of a novel cDNA
that is IFN-gamma-induced in mouse peritoneal macrophages and encodes a putative GTPbinding protein. J. Leukoc. Biol. 1995, 57, 477–483.
33. Zimmerman, M.D.; Proudfoot, M.; Yakunin, A.; Minor, W. Structural insight into the mechanism
of substrate specificity and catalytic activity of an hd-domain phosphohydrolase: The 5'deoxyribonucleotidase yfbr from Escherichia coli. J. Mol. Biol. 2008, 378, 215–226.
34. Aravind, L.; Koonin, E.V. The HD domain defines a new superfamily of metal-dependent
phosphohydrolases. Trends Biochem. Sci. 1998, 23, 469–472.
35. Oussenko, I.A.; Sanchez, R.; Bechhofer, D.H. Bacillus subtilis YHAM, a member of a new family
of 3'-to-5' exonucleases in gram-positive bacteria. J. Bacteriol. 2002, 184, 6250–6259.
36. Qiao, F.; Bowie, J.U. The many faces of sam. Sci. STKE 2005, 2005, re7.
37. Oberstrass, F.C.; Lee, A.; Stefl, R.; Janis, M.; Chanfreau, G.; Allain, F.H. Shape-specific
recognition in the structure of the Vts1p SAM domain with RNA. Nat. Struct. Mol. Biol. 2006, 13,
160–167.
38. Rice, G.I.; Bond, J.; Asipu, A.; Brunette, R.L.; Manfield, I.W.; Carr, I.M.; Fuller, J.C.; Jackson,
R.M.; Lamb, T.; Briggs, T.A.; et al. Mutations involved in aicardi-goutieres syndrome implicate
samhd1 as regulator of the innate immune response. Nat. Genet. 2009, 41, 829–832.
39. Crow, Y.J.; Livingston, J.H. Aicardi-goutieres syndrome: An important mendelian mimic of
congenital infection. Dev. Med. Child Neurol. 2008, 50, 410–416.
40. Yang, Y.G.; Lindahl, T.; Barnes, D.E. Trex1 exonuclease degrades ssDNA to prevent chronic
checkpoint activation and autoimmune disease. Cell 2007, 131, 873–886.
41. Stetson, D.B.; Ko, J.S.; Heidmann, T.; Medzhitov, R. Trex1 prevents cell-intrinsic initiation of
autoimmunity. Cell 2008, 134, 587–598.
42. Yan, N.; Regalado-Magdos, A.D.; Stiggelbout, B.; Lee-Kirsch, M.A.; Lieberman, J. The cytosolic
exonuclease TREX1 inhibits the innate immune response to human immunodeficiency virus type
1. Nat. Immunol. 2010, 11, 1005–1013.
43. Pertel, T.; Reinhard, C.; Luban, J. Vpx rescues HIV-1 transduction of dendritic cells from the
antiviral state established by type 1 interferon. Retrovirology 2011, 8, 49.
44. Wiegand, H.L.; Cullen, B.R. Inhibition of alpharetrovirus replication by a range of human
APOBEC3 proteins. J. Virol. 2007, 81, 13694–13699.
45. Berger, G.; Durand, S.; Fargier, G.; Nguyen, X.N.; Cordeil, S.; Bouaziz, S.; Muriaux, D.; Darlix,
J.L.; Cimarelli, A. APOBEC3A is a specific inhibitor of the early phases of HIV-1 infection in
myeloid cells. PlosPathog 2011, in press.
46. Berger, A.; Munk, C.; Schweizer, M.; Cichutek, K.; Schule, S.; Flory, E. Interaction of vpx and
apolipoprotein B mRNA-editing catalytic polypeptide 3 family member A (APOBEC3A)
correlates with efficient lentivirus infection of monocytes. J. Biol. Chem. 2010, 285,
12248–12254.
© 2011 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access article
distributed under the terms and conditions of the Creative Commons Attribution license
(http://creativecommons.org/licenses/by/3.0/).

