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 Figure S1. Funnel plot with pseudo 95% CI in this analysis.  
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Figure S2. The overall prevalence of PDR at different threshold. 
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Figure S3. The overall prevalence of NNRTI at different threshold. 
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Figure S4. The overall prevalence of NRTI at different threshold. 
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Figure S5. The overall prevalence of PI at different threshold. 
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Figure S6. The overall prevalence of INSTI at different threshold. 

 


