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Supplemental Materials  

Table S1. Group overview of the animal experiment. 

Experimental 

group 

Number 

of animals 

at start 

Sex (animal IDs) Inoculation  Necropsy schedule study day and animal 

IDs 

Infected cats 12 7 male (ID 1-7); 5 

female (ID 8-12) 

0.5mL 

SARS-CoV-

2, 104.5 

TCID50  

 DPI 2: 6, 7 and 12 

DPI 4: 4, 5 and 11 

DPI 7: 3, 9 and 10 

DPI 14: 1, 2 and 8 

Control cats 2 2 female (ID 13 

and 14) 

0.5mL PBS  DPI 14: 13 and 14 

*DPI (days post-infection); ID (identification number). 

 

 

 

Figure S1. Study design. Study overview from inoculation (study day 0) until end of study (study day 14). 
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Figures S2. Viral RNA load (E-gene PCR) in tissues and the environment after SARS-CoV-2 infection in cats. (A) 

Viral RNA (RNA copies/gram tissue) measured in tissues sampled during necropsy on days post-infection (DPI). 

All samples from the salivary gland were negative and not displayed. (B) Viral RNA (RNA copies/gram tissue) 

measured on the wall, floor, toy samples and feeding dishes. (C) Exhalation air samples of cats taken under 

anaesthesia on DPI 0, 2, 4, 7, 9, 11 and 14. Cat 1, 2 and 8 (DPI 0–14); cat 3, 9 and 10 (DPI 0–7); cat 4, 5 and 11 (DPI 

0–4) and cat 6, 7 and 12 (DPI 0–2). Control animals 13 and 14 were negative and not included in the graph. 

 

 

 

 

 

 

Figure S3. Frequency of alternative variants compared to the reference strain SARS-CoV-2. One facet per cat and 

one with the variants found in the environmental samples. Dots are colored by sample type. Abbreviations: KS = 

throat swab, NS = nasal swab, OS = oral swab and RS = rectal swab. 
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Figure S4. SARS-CoV-2 IFN-gamma responses on DPI 14. Interferon gamma response of PBMCs after stimulation 

with a spike protein (SP), nucleoprotein (NP), a peptide pool (peptides), Concanavalin A (ConA) and medium 

(Mem) as the control, measured by the ELISpot analysis. 
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Figure S5. Health monitoring report of the cats.  

 


