Supplementary Table S1: Overview of detected SNSs (single nucleotide substitutions) in Delta whole-genome SARS-Cov-2 isolates from the Republic of Moldova.
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Supplementary Table S2: Overview of detected SNSs (single nucleotide substitutions) in Omicron whole-genome SARS-Cov-2 isolates
from Republic of Moldova.

Genomic Nucleotide in the Nucleotide in the Genomic Number of Amino acid
positionin  reference genome samples from region occurrences substitution
the reference hCoV- Republic of of a mutation
genome 19/Wuhan/WIV04 Moldova
/2019 | EPI_ISL_40
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28878 G C N 3 -
28881 G A N 48 203 R>K
28882 G A N 48 203 R>K
28883 G C N 48 204 G>R
29005 A T N 1 244 Q>H
29095 C T N 1 -
29179 G T N 1 -
29253 C T N 1 327 S>L
29301 A G N 4 343 D>G
29510 A C N 26 413 S>R
29568 T C N 1 -
29632 C T N 3 -
29700 A G N 1 -
29744 G A N 1 -
29760 T A N 3 -
Supplementary Table S3. Detailed information about sequences.
Delta (n=48) Omicron (n=48)
Min Max Average Min Max Average
Coverage (%) 95.2 99.4 98.4 92.9 99.3 96.1
Ns (missing) 0 1543 246 11 1422 873
Frameshift 0 1 0.06 - - -
Insertions - - - 0 9 34
Deletions 13 22 14 18 53 30.3
AASubstitutions 26 37 33.4 42 55 48.7
Aminoacid Deletions 4 8 4.3 6 16 11.3




Supplementary Table S4. The overall single nucleotide substitution (SNS) transitions (red) and transversions (blue) (SNS = single nucleotide

substitution.).
Delta Omicron
Type of SNS Number (n) Percentage (%) Number (n) Percentage (%)
C>T 125 42.96 92 42.59
G>T 70 24.05 10 3.70
T>C 30 10.31 19 8.80
A>G 26 8.93 32 14.81
G>A 17 5.84 25 11.57
T>A 4 1.37 3 1.39
C>A 4 1.37 8 4.63
A>C 4 1.37 6 2.78
T>G 3 1.03 6 3.70
C>G 3 1.03 1 0.46
A>T 3 1.03 8 2.78
G>C 2 0.69 6 2.78
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Supplementary Figure S1. Phylogenomic analysis of 48 assessed SARS-CoV-2 Delta (A) and Omicron (B) isolates from the Republic of Moldova.

The evolutionary history was inferred by using the Maximum Likelihood method and Tamura-Nei model [13]. The bootstrap consensus tree inferred from 1000 replicates is
taken to represent the evolutionary history of the taxa analyzed. Branches corresponding to partitions reproduced in less than 50% bootstrap replicates are collapsed. Initial tree
for the heuristic search were obtained by applying the Neighbor-Joining method to a matrix of pairwise distances estimated using the Tamura-Nei model. A discrete Gamma
distribution was used to model evolutionary rate differences among sites (5 categories (+G, parameter = 0.1000)). This analysis involved 48 nucleotide sequences. Evolutionary
analyses were conducted in MEGA11. Visualization performed in FigTree V.1.4.4.
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Supplementary Figure S2. Distributions of SARS-CoV-2 lineages in the period January-May 2022.
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Supplementary Figure S3. Monthly distribution of SARS-CoV-2 lineages between 2 February and March, 2022.
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