














Supplemental Figure S1. Amino acid diversity of protein encoded by A859L gene. Twenty-three 
protein sequences representing the genetic diversity of gene A859L of ASFV at GenBank database were 
used to conduct this alignment. To evaluate the nature of the replacements at numerous residues, 
conservation scores based on the biological properties of each amino acid were included, being the lower 
scores associated with more divergent replacements. Symbols (*) indicate residue conservation or (+) 
replacement for an amino acid with similar properties. Analysis was conducted on the Jalview software version 
2.11.1.3, using the Clustal W algorithm. 
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