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Figure S1. Detection of phosphorylated ions at specific amino acid residues of DENV NS1
protein. Cell-associated NS1 and extracellular NS1 proteins from HepG2, Huh7, and Vero
cells infected with DENV-2 were processed for LC-MS/MS to determine potential
phosphorylation sites. Tryptic peptides were analyzed for the presence of
phosphorylated ions (pS/T and pY) at specific amino acid positions of the DENV NS1
protein by de novo peptide sequencing. Representative results show detection of
phosphorylated ions at Thr27, Thr29, Tyr32, Thr230, and Ser233 (red triangles) of the
DENYV NS1 protein.



