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[bookmark: _Hlk38384459]Figure S1. Sequence alignment and secondary structure prediction of 5’UTR of RNA1 and RNA2 of GLPV and other anulaviruses. (a) multiple alignment was prepared using CLUSTAL Omega, while (b) secondary structure prediction was prepared with MFOLD.
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[bookmark: _Hlk38384635]Figure S2. Sequence alignment and secondary structure prediction of 3’UTR of RNA1, RNA2 and RNA3 of GLPV and other anulaviruses.
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[bookmark: _Hlk40949549][bookmark: _Hlk38881893]Figure S3. RT-PCR amplification of the GLPV. (a) position of the primers designed to each RNA segment of GLPV (b) RT-PCR amplifications obtained from the use of four couples of primer pairs specific to RNA1, RNA2, RNA3 and to the circular RNA (derived from RNA2). M: GeneRuler 100bp DNA ladder (Thermo Fisher Scientific, USA).
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[bookmark: _Hlk39002418]Figure S4 Investigation of the presence of GLPV in different organs and in two grafts by Northern blot. RNA was extracted from different organs of the GLPV infected Baco 22A and from a non-infected grapevine (-C) as a negative control, separated and blotted into nitrocellulose membrane. The membrane was hybridized with virus specific radioactively labelled probes, using cloned, RNA1, RNA2, RNA3 and circular RNA specific fragments as templates. EtBr stained gels, highlighting the rRNA served as a loading control.
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Figure S5. Testing GLPV transmission in different varieties after 2 years of grafting. Northern blot hybridization using radioactively labelled GLPV RNA3 specific probe were carried out to test the presence of the virus in different varieties. 1-3 Harslevelu, 4-5 Jubileum 75, 6-7 Irsai Oliver, 8-9 Kékfrankos, 10-12 Baco22, -C GLPV not infected Kadarka, +C RNA extract from Baco 22A forced canes. EtBr stained gels, highlighting the rRNA served as a loading control.
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Figure S6. Testing GLPV transmission in different varieties after 3 years of grafting. RT-PCR using GLPV RNA3 specific primers were used to test the presence of the virus. 1-2 Harslevelu, 3-4 Jubileum 75, 5-6 Irsai Oliver, 7-8 Baco22, 9-21 GLPV not infected plants, -C GLPV not infected Kadarka, +C RNA extract from Baco 22A forced cutting.
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