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Figure S1. Nucleotide sequence identity of the complete genome of PRRSV/NPUST-2789-3W-
2/TW/2018 with that of other PRRSVs.
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Figure S2. Nucleotide sequence identity of ORF5 of PRRSV/NPUST-2789-3W-2/TW/2018 with that of

other PRRSVs.



