Supplementary Table 2 Most common miRNA sites targeting each genotype of negative-sense CHIKV RNA genome.

miRNAs virus genotypes 8:2;;?1% ;Z‘ii:l);s sequences MF:Iig(:r?gSOI’
IOL UUUAUAGCUAGAUGCGAGAACGC -18.42
aae-miR-263a-3p Asian NS1 UUUAUGGCUAGAUGCGAGAACGC -18.59
ECSA UUUAUAGCUAGAUGCGAGAACGC -18.42
IOL CUACUGUCAGUGAAUCCCACCG -19.82
aae-miR-278-3p Asian E2 UACCAUCAGUGAACCCCACCG -18.11
ECSA CUACUGUCAGUGAAUCCCACCG -19.82
IOL CUGCUCUAUUAGUUUUAUAGCUAGAU -11.32
ane-miR282-5p Asian NS CUGCUCUAUUAGUUUUAUGGCUAGAU -11.32
ECSA CUGCUCUAUUAGUUUUAUAGCUAGAU -11.32
WA CUGCUCUAUUAGUUUUAUAGCUAGAU -11.32
IOL UGGCCAUUGACUGUGAU -9.75
aae-miR-308-3p Asian E2 CUGACUAUUGACUGUGAU -11.28
ECSA UGGCCGUUGACUGUGAU -9.75
IOL UAAGUAUGGUCUUGUGGCUUU -14.57
aae-miR-79-3p ECSA E2 UAAGUAUGGUCUUGUGGCUUU -14.57
WA UAGAUAUGGUCUUGUGGCUUU -14.57
IOL CCCACCUGCCCUGUCUAGUC -13.85
aae-miR-996-5p Asian NS3 CCCACCUGCCCUGUCUAGUC -13.85
ECSA CCCACCUGCCCUGUCUAGUC -13.85
IOL AAUGUGUCUCUUAGGGGACACGUAUACC -20.15
aae-miR-iab-4-3p ECSA 3'UTR AAUGUGUCUCUUAGGGGACACGUAUACC -20.15
WA AAUGUGUCUCUUAGGGGACACGUAUACC -20.15
IOL UCGUAGACGUACUCGUGUUCUGU -21.63
aae-miR-new17' Asian NS2 UCGUAGACGUACUCGUGUUCUGU -22.41
ECSA UCGUAGACGUACUCGUGUUCUGU -21.63
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