Maximum clade credibility tree of the S segment from TCSV, GRSV and TSWV
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Maximum clade credibility tree of the L segment from TCSV, GRSV and TSWV

KC261959_2009
11.64

KC261962_2009
13.34
KC261950_2009
14.01

KC261968_2010
16.97
HM581934_2008
13.34

KC261953_2009
21.590 13,92 -

KC261956_2009

- KC261947_2009

38.84]

mr KC261965_2010

{12.02
KC261971_2010

24.46

- KP008128_2005

23.04

€ 27.47
50.48 ['KP008130_2003

- KJ575619_1999

KT717691_2014
66.99 15.28
==

MG025802_2015
=43 45.78

— KM365064_2011

— KY250488_2015
949.76
MG602671_2014

71
W

86.14

KM657120_2013
12.15

KM657121_2013
14.13

KM657122_2013
121.15 46.87

KY021437_2016

HM581937_2009
11.43

HM581940_2009
15.46 -

KC261974_2010
42.69

1307.64

KT160280_2014

GRSV_Peanut_KY350136_2013
39.18

57.95 GRSV_TCSV_reassortant_NC_015469_2010

TCSV & GRSV TMRCA
N\

571.68 . GRSV_SA-05

TCSV_BR-03
%0 .57

TCSV_DR_NC_035483_2013

93,46 GRSV_AR_KT972590_2012

200.0



Figure S1. Bayesian phylogenetic analysis of the S, M (NSm) and L segments of
TCSV, GRSV and TSWV. Maximum clade credibility trees of the S, M (NSm) and L
RNAs of TCSV, GRSV and TSWV. Node heights represent the mean heights of each
MCMC run. Blue bars represent the 95% HPD interval of the tree heights. The TMRCA
between TCSV and GRSV is shown on the S and L segment trees, and the putative first

reassortment event between TCSV and GRSV is shown on the NSm tree.



