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Figure S1. Patterns of gene expression profiles for the 366 genes. The heat map includes 267 genes 

from significantly differentially expressed genes containing only germline mutations and 99 somatic 

mutated genes found to be highly significantly differentially expressed and have > 2 somatic mutation 

events per gene. 

 

Figure 2. Patterns of gene expression for 237 genes containing both germline and somatic mutations, 

267 genes containing germline mutations only and 99 highly somatic mutated genes significantly 

associated with TNBC. 

 

 


