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Sequences obtained by PCR with the degenerate primer pair KSup and KSdn  

Ksup (5’MGNGARGCNNWNSMNATGGAYCCNCARCANMG3’)  

KSdn (5’GGRTCNCCNARNSWNGTNCCNGTNCCRTG3’) 

 
Strain SWB004: 

#1 

GGGTCGCCGAGGGTGGTGCCGGTGCCATGGGCCTCGACGGCGTCGACGTCTGCGGGCGCGAGCTT

GGCGGCCGCGAGCGCGGCTCGGATCACCCGTTGTTGCGCCGGCCCGTTCGGCGCGGTCAGGCCCTG

GCTTCGGCCGTCCTGGTTGACGGCCGAGCCACGGATCACAGCGTGGACAGGGTGGCCGTTGGCGCG

GGCATCGGCGAGCCGCTCGAGGATCAGGACGCCGGCACCCTCGGCCCAGCCGACGCCGTTGGCGG

TGGCCCCGAACGCCTTGCAGCGGCCATCCTCGGACAGCGCGCCCTGCCGGCTAAATTCGATGAATG

AGCCGGGCGTGGCCATCACCGCGACGCCGCTGGCCAGCGCGAGGTCACACTCACCGTCGCGCAGC

GCACGTGCGGCGAGGTGGGTGGACACCAGGGAAGAGCTGCAAGCCGTGTCGACGGCGAGGGCCG

GGCCTTCGAGGCCGAACACATAGGCGAGCCGACCCGACGCGACGCTGCCGGCGCTCCCGAGCGCG

ACATGGCCGGTCAGGGCCTGCGGATCATTGATGAACCGCCCGCCGTAGTCGTTGTACATGATCCCG

ACGAACACGCCGGTGTTGCTGCCCCGCAGCTGCGCGGGCCGGATGCCCGCGTCTTCgAGGGCCTCC

CACGAGGTCTCCAGCAACAGTCGCTgcnnngGGTCCATCTCCAGCGCCTCCCT 

 

#2 

GGGTCGCCGAGGGTGGTGCCGGTGCCATGGGCCTCGACGGCGTCGACGTCTGCGGGCGCGAGCTT

GGCGGCCGCGAGCGCGGCTCGGATCACCCGTTGTTGCGCCGGCCCGTTCGGCGCGGTCAGGCCCTG

GCTTCGGCCGTCCTGGTTGACGGCCGAGCCACGGATCACAGCGTGGACAGGGTGGCCGTTGGCGCG

GGCATCGGCGAGCCGCTCGAGGATCAGGACGCCGGCACCCTCGGCCCAGCCGACGCCGTTGGCGG

TGGCCCCGAACGCCTTGCAGCGGCCATCCTCGGACAGCGCGCCCTGCCGGCTAAATTCGATGAATG

AGCCGGGCGTGGCCATCACCGCGACGCCGCTGGCCAGCGCGAGGTCACACTCACCGTCGCGCAGC

GCACGTGCGGCGAGGTGGGTGGACACCAGGGAAGAGCTGCAAGCCGTGTCGACGGCGAGGGCCG

GGCCTTCGAGGCCGAACACATAGGCGAGCCGACCCGACGCGACGCTGCCGGCGCTCCCGAGCGCG

ACATGGCCGGTCAGGGCCTGCGGATCATTGATGAACCGCCCGCCGTAGTCGTTGTACATGATCCCG

ACGAACACGCCGGTGTTGCTGCCCCGCAGCTGCGCGGGCCGGATGCCCGCGTCTTCgAGGGCCTCC

CACGAGGTCTCCAGCAACAGTCGCTgcnnngGGTCCATCTCCAGCGCCTCCCT 

 

#3 

GGGTCGCCGAGGGTGGTGCCGGTGCCATGGGCCTCGACGGCGTCGACGTCTGCGGGCGCGAGCTT

GGCGGCCGCGAGCGCGGCTCGGATCACCCGTTGTTGCGCCGGCCCGTTCGGCGCGGTCAGGCCCTG

GCTTCGGCCGTCCTGGTTGACGGCCGAGCCACGGATCACAGCGTGGACAGGGTGGCCGTTGGCGCG

GGCATCGGCGAGCCGCTCGAGGATCAGGACGCCGGCACCCTCGGCCCAGCCGACGCCGTTGGCGG

TGGCCCCGAACGCCTTGCAGCGGCCATCCTCGGACAGCGCGCCCTGCCGGCTAAATTCGATGAATG

AGCCGGGCGTGGCCATCACCGCGACGCCGCTGGCCAGCGCGAGGTCACACTCACCGTCGCGCAGC

GCACGTGCGGCGAGGTGGGTGGACACCAGGGAAGAGCTGCAAGCCGTGTCGACGGCGAGGGCCG

GGCCTTCGAGGCCGAACACATAGGCGAGCCGACCCGACGCGACGCTGCCGGCGCTCCCGAGCGCG

ACATGGCCGGTCAGGGCCTGCGGATCATTGATGAACCGCCCGCCGTAGTCGTTGTACATGATCCCG

ACGAACACGCCGGTGTTGCTGCCCCGCAGCTGCGCGGGCCGGATGCCCGCGTCTTCgAGGGCCTCC

CACGAGGTCTCCAGCAACAGTCGCTgcnnngGGTCCATCTCCAGCGCCTCCCT 

 

#4 

AGGGAAGCGCTGGAGATGGATCCGCAGCAGCGGGTCGTGCTCGAGGAGAGCTGGCGGGCGATCGA

GGACGCCGGCTACGCGCCGGCCGAACTCGACGGCGCCGCTTGTGGTGTGTTTGTGGGCTGCAAGGC

CGCCGACTACCAGATGCGTCTGCACAGCTCCGGTCATCAGGACGGCTACGCCTACAGCGCCAACGA

CATCTCGATGTTGCCTGGGCGCGTGTCCTATTTCTTCAACCTGCGCGGCCCCGCCGTTCCGGTCAAT

ACGGCGTGCTCGTCATCGCTCGTCGCCTTGCACCTCGCCTGCAACGCGCTGGCCGCCAACGACTGC

GAGCAAGCCCTCGTCGCTGGTGTGGAGTTCATGACCACGCCGGGGATCTTCGTGGCCTTGGGCAGC

GCTGGTGCGCTCTCTCCGAGTCCGCTGTGTCGGCCCTTCGACGCCGCCGCCGACGGCGTCGTGCTCG

GCGAGGGGGTCGTTGTCTTGCTGATCAAGCCCCTCGCTCGGGCCCTCGCTGACGGCGATTCGATCC

GGGGGGTCATCCGGGCGACAGGCGTCAACCAAGACGGGCGTAGCAGCGGAATCAACGCGCCGAAC

GGCCAGGCCCAGCGCGCGTTGATCGTCGACGTGCACCGGCGCGCGGACGTCAGGCCCGAGCAGCT

CGGTCTCGTCGAGACCCATGGCACCGGCACCACCTTCGGCGACCC 

 

#5 

GCCGCCNTGGCCGCGGGATTGGATCGCCGAGGCAGGTGCCGGTGCCGTGGGTCTCGACGA 

GACCGAGCTGCTCGGGCCTGACGTCCGCGCGCCGGTGCACGTCGACGATCAACGCGCGCT 

GGGCCTGGCCGTTCGGCGCGTTGATTCCGCTGCTACGCCCGTCTTGGTTGACGCCTGTCG 



CCCGGATGACCCCCCGGATCGAATCGCCGTCAGCGAGGGCCCGAGCGAGGGGCTTGATCA 

GCAAGACAACGACCCCCTCGCCGAGCACGACGCCGTCGGCGGCGGCGTCGAAGGGCCGAC 

ACAGCGGACTCGGAGAGAGCGCACCAGCGCTGCCCAAGGCCACGAAGATCCCCGGCGTGG 

TCATGAACTCCACACCAGCGACGAGGGCTTGCTCGCAGTCGTTGGCGGCCAGCGCGTTGC 

AGGCGAGGTGCAAGGCGACGAGCGATGACGAGCACGCCGTATTGACCGGAACGGCGGGGC 

CGCGCAGGTTGAAGAAATAGGACACGCGCCCAGGCAACATCGAGATGTCGTTGGCGCTGT 

AGGCGTAGCCGTCCTGATGACCGGAGCTGTGCAGACGCATCTGGTAGTCGGCGGCCTTGC 

AGCCCACAAACACACCACAAGCGGCGCCGTCGAGTTCGGCCGGCGCGTAGCCGGCGTCTT 

CGATCGCCCGCCAGCTCTCCTCGAGCACGACCCGCTGCTGCGGATCCATCGGCTTCGCCT 

CCC 

 

#6 

CGGGaGGCGTTGGAGATGGACCCGCAGCAGCGACTGTTGCTGGAGACCTCGTGGGAGGCCCTCGAA

GACGCGGGCATCCGGCCCGCGCAGCTGCGGGGCAGCAACACCGGCGTGTTCGTCGGGATCATGTA

CAACGACTACGGCGGGCGGTTCATCAATGATCCGCAGGCCCTGACCGGCCATGTCGCGCTCGGGAG

CGCCGGCAGCGTCGCGTCGGGTCGGCTCGCCTATGTGTTCGGCCTCGAAGGCCCGGCCCTCGCCGT

CGACACGGCTTGCAGCTCTTCCCTGGTGTCCACCCACCTCGCCGCACGTGCGCTGCGCGACGGTGA

GTGTGACCTCGCGCTGGCCAGCGGCGTCGCGGTGATGGCCACGCCCGGCTCATTCATCGAATTTAG

CCGGCAGGGCGCGCTGTCCGAGGATGGCCGCTGCAAGGCGTTCGGGGCCACCGCCAACGGCGTCG

GCTGGGCCGAGGGTGCCGGCGTCCTGATCCTCGAGCGGCTCGCCGATGCCCGCGCCAACGGCCACC

CTGTCCACGCTGTGATCCGTGGCTCGGCCGTCAACCAGGACGGCCGAAGCCAGGGCCTGACCGCGC

CGAACGGGCCGGCGCAACAACGGGTGATCCGAGCCGCGCTCGCGGCCGCCAAGCTCGCGCCCGCA

GACGTCGACGCCGTCGAGGCCCACGGCACCGGCACCTGCCTCGGCGACCC 

 

Strain SWB005: 

#1 

GGGTCGCCGAAGGTGGTGCCGGTGCCGTGGGTCTCGACGTAGTGGACCGTGGCCGGGTCGACGTG

GGCGTTGGCCAGGGCCGCGCGCAGGACCGACTCTTGGGCCTTGGGGTTGGGCGCGGTCAGGCCGTT

GGAGGAGCCGTCGTTGTTGGCCGCGCTGCCGCGGATCAAACAATAGATCCGGTCGCCGTCGGCGAT

CGCGCGGCTGAGCGGCTTGAGCACGACGAGCCCGCCGCCCTCGGCCCGGACGTAGCCGTTGGCGC

CCGCGTCGAAGGCCCGGCACTGACCGGCGGGGTTTTGGGTCCCGAGCTTGGTCATCACGACCGAGC

CGTGGGGCGTGATGATCAAGTTGATGCCGCCGGCGACGGCCATGGTCGTCTCGCCGGCGCGCAGGC

TCTGGCACGCGAGGTGGACCGCGACCAGCGAGCTCGAGCTCGCGGTGTTGACCGTGAGGCTCGAG

CCCTCGAGCCCGAGGGTGTAGGAGATGCGGCCCGAGATGATCGAGGTGTCGGCCCCGGTCCCCGT

GTGCTGATCGATGATCGTCGGGTCGTCGGAGCTCAGGCGCGCGTAGTCGCACCACATCGCGCCGTC

GAACACGCCGACGTTGCTCCCGCGCAGCCCGAGGGGATCGATGCCCGCGTCCTCgAAGGCCTCCCA

CGACAGCTCGAGCCCGAGGCGCTGCTGCGGATCCATCGCCTTCGCCTCCCT 

 

#2 

AGGGAGGCGAAGGCGATGGACCCGCAGCAGCGGCTGCTGCTCGAGCTGTCTTGGGAAGTGCTCGA

GCACGCAGGCATCGTCCCCGAGTCACTCTACGAGACCAACACCGGGGTGTTCGTCGGCGTCTGCTA

CGACGACTACCTGAGCCTCGCGCCCGCGCCCGAGCACGCGGAGGACGGCTACGCGACCCTCGGCA

ACCTCTACAGCGTCAGCTCCGGCCGTATCGCCTACACCCTCGGGCTGCAGGGCCCCGCGCTGACCG

TCGATACCGCGTGCAGCACCTCGCTCGTCACGCTGCACCTCGCTTGCCAGGCCCTGCGCAAGGGTG

AGTGCGACCTCGCGCTGTCCGGCGGCGCGACGGCCTTCTCGACCCCCGAGCCGCTGCTGTCCTTCTC

GCGGCTCAAGACCCTCTCGCCCGACGGCCGCTGCAAGGCCTTCTCGGCCGAGGCCGACGGCGCCGG

CTGGGCCGAGGGGGGCGGCATGCTCGTGCTCGAGCGCCTCAGCGACGCCCAGCGCAACGGTCACC

GGGTCTTGGCGCTCATCCGCGGCTCGGCGCTGAACCAAGACGGTCGCAGCCAGGGCCTCACCGCGC

CCAACGGCCCCGCACAGCAGCGCGTGATCCGGTCCGCGCTGGCCAACTGCCAGCTCTCGCCCGGCG

ATGTCGACGTCGTCGAGGCCCATGGCACCGGCACCAGCCTCGGCGACCC 

 

#3 

AGGGAGGCGTTGGCGATGGATCCGCAACAGAGCCTCCTGCTCGAGACCTCATGGGAGGCGCTCGA

GCGCGCGGGGATCCCCCCGGACTCCCTGCGTGGCTCACCGACCGGCGTGTTCGTCGGCGTCATGTA

CAGCGACTACGGCGGCCGACTCTTCGCCAGCCCCGAGGCGCTCGAGGGCTACGTCGGCATCGGCA

GCGCGCCATCGGTCGCGTCCGGTCGGATCTCCTACACCTTCGGCTTCGAGGGCCCGGCGGTGTCGG

TCGACACCGCGTGCAGCTCATCGCTCGTGGCCCTGCACCTCGCCGCGCAAGCGCTGCGCAACCACG

AGTGCGACCTCGTCCTCGCCGGCGGCGCGACGGTCATGGCGACGCCGAGCATGTTCGTGGAGTTCA

GCCGTCAGCGCGCCCTCGCTCCGGACGGGCGCTGCAAGTCCTTCGCGAGCGACGCCGACGGCGTCG

CGTGGGCGGAAGGCGCCGGCATGCTCGTGCTCGAGCGGCTGTCCGACGCCCGCCGCCACGGCCAC

CCGGTGCTGGCGCTGGTCCGGGGCTCGACGATCAACCAAGATGGCCGCAGCCAGGGGCTCACGGC



GCCTAACGGGCCGTCGCAGCAGCGCGTGATCAGGGCCGCGCTCGCGGCCGCGTCACTGTCGCCTGC

CGACGTCGACCTGATCGAGGCCCACGGCACCGGCACCACCCTCGGCGACCC 

 

#4 

AGGGAGGCGAAGGCGATGGACCCGCAGCAGCGGCTGCTGCTCGAGCTGTCTTGGGAAGTGCTCGA

GCACGCAGGCATCGTCCCCGAGTCACTCTACGAGACCAACACCGGGGTGTTCGTCGGCGTCTGCTA

CGACGACTACCTGAGCCTCGCGCCCGCGCCCGAGCACGCGGAGGACGGCTACGCGACCCTCGGCA

ACCTCTACAGCGTCAGCTCCGGCCGTATCGCCTACACCCTCGGGCTGCAGGGCCCCGCGCTGACCG

TCGATACCGCGTGCAGCACCTCGCTCGTCACGCTGCACCTCGCTTGCCAGGCCCTGCGCAAGGGTG

AGTGCGACCTCGCGCTGTCCGGCGGCGCGACGGCCTTCTCGACCCCCGAGCCGCTGCTGTCCTTCTC

GCGGCTCAAGACCCTCTCGCCCGACGGCCGCTGCAAGGCCTTCTCGGCCGAGGCCGACGGCGCCGG

CTGGGCCGAGGGGGGCGGCATGCTCGTGCTCGAGCGCCTCAGCGACGCCCAGCGCAACGGTCACC

GGGTCTTGGCGCTCATCCGCGGCTCGGCGCTGAACCAAGACGGTCGCAGCCAGGGCCTCACCGCGC

CCAACGGCCCCGCACAGCAGCGCGTGATCCGGTCCGCGCTGGCCAACTGCCAGCTCTCGCCCGGCG

ATGTCGACGTCGTCGAGGCCCATGGCACCGGCACCAGCCTCGGCGACCC 

 

Strain SWB006: 

#1 

CATCGGCGAGCCGCTCGAGGATCAGGACACCGGCACCCTCgGCCCAGCCGACGCCGTTGGCGGTGG

CCCCGAACGCCTTGCAGCGGCCATCCTCGGACAGCGCGCCCTGCCGGCTAAATTCGATGAATGAGC

CGGGCGTGGCCATCACCGCGACGCCGCTGGCCAGCGCGAGGTCACACTCACCGTCGCGCAGCGCA

CGTGCGGCGAGGTGGGTGGACACCAGGGAAGAGCTGCAAGCCGTGTCGACGGCGAGGGCCGGGCC

TTCGAGGCCGAACACATAGGCGAGCCGACCCGACGCGACGCTGCCGGCGCTCCCGAGCGCGACAT

GGCCAGTCAGGGCCTGCGGATCATTGATGAACCGCCCGCCGTAGTCGTTGTACATGATCCCGACGA

ACACGCCGGTGTTGCTGCCTCGCAGCTGCGCGGGCCGGATGCCCGCGTCTTCGAAAGCCTCCCACG

AGGTCTCCAGCAACAGTCGCTGCTGCGGGTCCATCACCAACGCCTCCCT 

 

#2 

anTCgACGGCGTCGACGTCTGCGGGCGCGAGCTTnnnnnnnnnnancGCGGCTCGGATCACACGTTGTTGC

GCCGGCCCGTTCGGCGCGGTCAGGCCCTGGCTTCGGCCGTCCTGGTTGACGGCCGAGCCACGGATC

ACAGCGTGGACAGGATGGCCGTTGGCGCGGGCATCGGCGAGCCGCTCGAGGATCAGGACACCGGC

ACCCTCGGCCCAGCCGACGCCGTTGGCGGTGGCCCCGAACGCCTTGCAGCGGCCATCCTCGGACAG

CGCGCCCTGCCGGCTAAATTCGATGAATGAGCCGGGCGTGGCCATCACCGCGACGCCGCTGGCCAG

CGCGAGGTCACACTCACCGTCGCGCAGCGCACGTGCGGCGAGGTGGGTGGACACCAGGGAAGAGC

TGCAAGCCGTGTCGACGGCGAGGGCCGGGCCTTCGAGGCCGAACACATAGGCGAGCCGACCCGAC

GCGACGCTGCCGGCGCTCCCGAGCGCGACATGGCCAGTCAGGGCCTGCGGATCATTGATGAACCG

CCCGCCGTAGTCGTTGTACATGATCCCGACGAACACGCCGGTGTTGCTGCCTCGCAGCTGCGCGGG

CCGGATGCCCGCGTCTTCGAAAGCCTCCCACGAGGTCTCCAGCAACAGTCGCTGCTGCGGATCCAT

CCCCTACGCTTCCCT 

 

#3 

CTCcGGCCGCcnTGGCCGCGGGnnTGGGTCgCCgAgGGtGGtGCCcGTGCCGTGGncttcnacngnnTCnACGT

CTGCGGGCGCGAGCTTGGCGGCCGCGAGCGCGGCTCGGATCACACgttGtTGCGCCgGccCGTTCGGC

GCggtCaGGCCCTGgcTTCgGCCGTCCTGgtTGACGGCCGAGCCACGGATCAcagcgtGGACAGGATGGcC

GTTGGcGCGggCATCGGCGAGCCGCTCGAGGATCAgGACaCCGGCACCCTCGGCCCancCgACgCCGTT

GGcGGTGGCCCCGAAcGCCTTGcancGGCCaTCCTCgGACAGCGCGCCCTGCCGGCTAAATTCnATGAA

TGAnCcgGGCgTGgcCATCACCGCGACGCCgCTGGCCAGCGCGAGGtCaCACTCACCGtCgCGCAGCGC

ACGTGCgGggaGGTGGGTGGACacCaggGAAaAgCtGnnagcCgTGTCgAcgGnaAgGGccGGGCCTTcGAgGc

CgAAcag 

 

 

#4 

atTGGGTCGCCGAgGcaGGTGCCGGTGCCGTGGgcttCgACggcgTCGACGTCTGCGGGCGCGAGCTTGGC

GGCCGCGAGCGCGGCTCGGATCACACGTTGTTGCGCCGGCCCGTTCGGCGCGGTCAGGCCCTGGCT

TCGGCCGTCCTGGTTGACGGCCGAGCCACGGATCACAGCGTGGACAGGATGGCCGTTGGCGCGGG

CATCGGTGAGCCGCTCGAGGATCAGGACACCGGCACCCTCGGCCCAGCCGACGCCGTTGGCGGTG

GCCCCGAACGCCTTGCAGCGGCCATCCTCGGACAGCGCGCCCTGCCGGCTAAATTCGATGAATGAG

CCGGGCGTGGCCATCACCGCGACGCCGCTGGCCAGCGCGAGGTCACACTCACCGTCGCGCAGCGC

ACGTGCGGCGAGGTGGGTGGACACCAGGGAAGAGCTGCAAGCCGTGTCGACGGCGAGGGCCGGG

CCTTCGAGGCCGAACACaTAGGCgAgCCGACCCGACGCGACGCTGCCGGCGCTCCCGAGCGCGACaT

GGCCAGTCAGGGCCTGCGGATCATTGATGAACCGCCCGccgtAntCgtTGtaCaTGATCCCGACGAACAC



GCCGGTGTTGcTGCCTCGcAnCTGCGCGGGCCGGATGCcCGCGTCTTCnAaaGCCTCccACGAgGTCTCC

AgCaAcagncgcTGntGCGGATccaTCGGctnntCncTant 

 

#5 

TCTGCAAGGCGAGCTTGGCGGCCGCGACCTCGGATCGGATTGACGTTGTTGCGCCGGCCCGTTCGG

GGCGGTCAGGCCCTGGATTTGTCCGTCCTGGTTGACGGCCGAGCCAGGGATCTCAGCGTGGTCAGG

ATGGCCGTGGGGGCCGCCATCGGTGACCCGTTCGAGGATCAGGACACCGGCACCCCCGCCCCATTC

AAAGCCGTGGGAGGTGGCCCCGAAAGTCTTGTAACGGCCATCCCAGCACACGGCGCCCTGCCGGC

TAAATTATTAGAATGAGCCGGGATGGCCATCACCGCAACGCCGCTGGCCAGCCCGAGGTCACACTC

ACCGTTTCGCATCGCACGTGTGGGCAGGTGGATGGACACCAGCGAAAACCTGCAGTCCGTGTCGAC

GGCGAAGGTCGGGCCTTCGACGCCGAAAACTTAGGAAAGCCTACCCGACCCGATGCTGGCGGTGC

TCCCGAACGCGACATGCCCAGGCAGGGCCTGCGAATAATTGATGAACCGCCCGCCGTATTGTTGCC

CTGATCCCGACAAACATACCGGTGTTGCTGCCTCGATCTGCCCGGTCGGGATGCCCGCGTCTTCAA

AAGCCCCCACGAATCCCCAGTCGCTGTCCCTGATGCGGGATGTTCCGCTTCTCCTATAAATTAATAT

T 

 

 

 

 

 

 

 

 



 

Figure S1. Alignment of the polyketide-like gene sequences #1-4 from SWB006. 



 

Figure S2. Alignment of the polyketide-like gene sequences SWB004 #1 (shortened by the 

first 199 basepairs to obtain the same length) and SWB006 #1. 



Table S1. Result of a Blast search performed with the sequence HM769729. The first 50 hits 

are given. (Analysis performed in July 2010). 

 

Accession Description 
Max 

score  
Total 

score  
Query 

coverage  
Max 

ident  

NR_024807.1 
Enhygromyxa salina strain SHK-1 16S ribosomal RNA, partial sequence 

>dbj|AB097590.1| Enhygromyxa salina gene for 16S ribosomal RNA, strain:SHK-1 
2619 2619 92% 99% 

AB097591.1 Enhygromyxa salina gene for 16S ribosomal RNA, strain:SMK-1-3 2614 2614 92% 99% 

FM242325.1 Uncultured delta proteobacterium partial 16S ribosomal RNA, clone 80 T9d-oil 2405 2405 93% 95% 

GQ264310.1 Uncultured bacterium clone WW2_130 16S ribosomal RNA gene, partial sequence 2397 2397 92% 96% 

NR_024795.1 
Plesiocystis pacifica strain SIR-1 16S ribosomal RNA, partial sequence 

>dbj|AB083432.2| Plesiocystis pacifica gene for 16S ribosomal RNA 
2388 2388 93% 95% 

AB016469.1 Myxobacterium SHI-1 16S rRNA gene, partial sequence 2367 2367 93% 95% 

FJ152686.1 Uncultured bacterium clone TX1A_134 16S ribosomal RNA gene, partial sequence 2347 2347 93% 95% 

DQ298325.1 Uncultured bacterium clone PR5 16S ribosomal RNA gene, partial sequence 2343 2343 87% 97% 

GQ263705.1 Uncultured bacterium clone WC1_a18 16S ribosomal RNA gene, partial sequence 2342 2342 92% 95% 

EU050860.1 
Uncultured delta proteobacterium clone ss1_B_05_87 16S ribosomal RNA gene, 

partial sequence 
2342 2342 91% 95% 

GQ264292.1 Uncultured bacterium clone WW2_110 16S ribosomal RNA gene, partial sequence 2340 2340 92% 95% 

AB303310.1 Myxobacterium SYR-2 gene for 16S rRNA, partial sequence 2291 2291 87% 96% 

AB246767.1 Myxobacterium AT1-02 gene for 16S rRNA, partial sequence 2165 2165 77% 99% 

AY921891.1 
Uncultured delta proteobacterium clone AKYH963 16S ribosomal RNA gene, partial 

sequence 
2156 2156 87% 94% 

AB246768.1 Myxobacterium AT3-09 gene for 16S rRNA, partial sequence 2152 2152 77% 99% 

AM997796.1 Uncultured deep-sea bacterium 16S rRNA gene, clone Ucb1556 2116 2116 93% 91% 

CU466781.1 
Environmental 16s rDNA sequence from Evry wastewater treatment plant anoxic 

basin 
2116 2116 85% 94% 

GQ263904.1 Uncultured bacterium clone WC2_154 16S ribosomal RNA gene, partial sequence 2105 2105 92% 91% 

AB252740.1 Myxobacterium SMH-27-4 gene for 16S rRNA, partial sequence 2104 2104 93% 91% 

GQ264079.1 Uncultured bacterium clone WC3_18 16S ribosomal RNA gene, partial sequence 2100 2100 92% 91% 

FM242441.1 Uncultured delta proteobacterium partial 16S ribosomal RNA, clone 3 T12d+oil 2084 2084 93% 91% 

GQ264000.1 Uncultured bacterium clone WC2_94 16S ribosomal RNA gene, partial sequence 2082 2082 91% 91% 

FJ516809.1 
Uncultured Haliangiaceae bacterium clone TDNP_Bbc97_52_2_118 16S ribosomal 

RNA gene, partial sequence 
2076 2076 93% 90% 

GQ263994.1 Uncultured bacterium clone WC2_86 16S ribosomal RNA gene, partial sequence 2066 2066 91% 91% 

FM242327.1 Uncultured delta proteobacterium partial 16S ribosomal RNA, clone 39 T9d-oil 2046 2046 93% 90% 

HM134870.1 
Uncultured Myxococcales bacterium clone Ro-31 16S ribosomal RNA gene, partial 

sequence 
2039 2039 83% 94% 

EU236309.1 Uncultured bacterium clone Hg1a2H2 16S ribosomal RNA gene, partial sequence 2035 2035 87% 92% 

EF092197.1 
Uncultured Myxococcales bacterium clone Ax29_C4 16S ribosomal RNA gene, 

partial sequence 
2031 2031 87% 92% 

EF092189.1 
Uncultured Polyangiaceae bacterium clone Ax26_F7 16S ribosomal RNA gene, 

partial sequence 
2030 2030 86% 92% 

FM242374.1 Uncultured delta proteobacterium partial 16S ribosomal RNA, clone 35 T9d+oil 2026 2026 93% 90% 

FJ479170.1 Uncultured bacterium clone p9i23ok 16S ribosomal RNA gene, partial sequence 1992 1992 93% 89% 

AJ233945.1 Nannocystis aggregans 16S rRNA gene, strain Na a1 1990 1990 95% 89% 

AJ233947.1 Nannocystis exedens 16S rRNA gene, strain Na e571 1984 1984 95% 89% 

AB084253.1 Nannocystis exedens gene for 16S ribosomal RNA 1961 1961 93% 89% 

EF092171.1 
Uncultured Myxococcales bacterium clone AC3_C5 16S ribosomal RNA gene, partial 

sequence 
1950 1950 86% 91% 

EU283398.1 
Uncultured delta proteobacterium clone AS105 16S ribosomal RNA gene, complete 

sequence 
1943 1943 91% 89% 

EU104236.1 Uncultured bacterium clone N1512_68 16S ribosomal RNA gene, partial sequence 1941 1941 91% 89% 

EU050859.1 
Uncultured delta proteobacterium clone ss1_B_04_35 16S ribosomal RNA gene, 

partial sequence 
1938 1938 91% 89% 

AF280855.1 Uncultured bacterium mle1-22 16S ribosomal RNA gene, partial sequence 1934 1934 95% 88% 

http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_C
http://www.ncbi.nlm.nih.gov/nucleotide/219857179?report=genbank&log$=nucltop&blast_rank=1&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#219857179
http://www.ncbi.nlm.nih.gov/nucleotide/29335749?report=genbank&log$=nucltop&blast_rank=2&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#29335749
http://www.ncbi.nlm.nih.gov/nucleotide/209407589?report=genbank&log$=nucltop&blast_rank=3&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#209407589
http://www.ncbi.nlm.nih.gov/nucleotide/253770776?report=genbank&log$=nucltop&blast_rank=4&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770776
http://www.ncbi.nlm.nih.gov/nucleotide/219857167?report=genbank&log$=nucltop&blast_rank=5&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#219857167
http://www.ncbi.nlm.nih.gov/nucleotide/3721885?report=genbank&log$=nucltop&blast_rank=6&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#3721885
http://www.ncbi.nlm.nih.gov/nucleotide/202073099?report=genbank&log$=nucltop&blast_rank=7&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#202073099
http://www.ncbi.nlm.nih.gov/nucleotide/83940196?report=genbank&log$=nucltop&blast_rank=8&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#83940196
http://www.ncbi.nlm.nih.gov/nucleotide/253770171?report=genbank&log$=nucltop&blast_rank=9&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770171
http://www.ncbi.nlm.nih.gov/nucleotide/156453956?report=genbank&log$=nucltop&blast_rank=10&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#156453956
http://www.ncbi.nlm.nih.gov/nucleotide/253770758?report=genbank&log$=nucltop&blast_rank=11&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770758
http://www.ncbi.nlm.nih.gov/nucleotide/146455426?report=genbank&log$=nucltop&blast_rank=12&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#146455426
http://www.ncbi.nlm.nih.gov/nucleotide/84993530?report=genbank&log$=nucltop&blast_rank=13&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#84993530
http://www.ncbi.nlm.nih.gov/nucleotide/60266437?report=genbank&log$=nucltop&blast_rank=14&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#60266437
http://www.ncbi.nlm.nih.gov/nucleotide/84993531?report=genbank&log$=nucltop&blast_rank=15&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#84993531
http://www.ncbi.nlm.nih.gov/nucleotide/283475701?report=genbank&log$=nucltop&blast_rank=16&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#283475701
http://www.ncbi.nlm.nih.gov/nucleotide/194305085?report=genbank&log$=nucltop&blast_rank=17&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#194305085
http://www.ncbi.nlm.nih.gov/nucleotide/253770370?report=genbank&log$=nucltop&blast_rank=18&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770370
http://www.ncbi.nlm.nih.gov/nucleotide/89941456?report=genbank&log$=nucltop&blast_rank=19&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#89941456
http://www.ncbi.nlm.nih.gov/nucleotide/253770545?report=genbank&log$=nucltop&blast_rank=20&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770545
http://www.ncbi.nlm.nih.gov/nucleotide/209407755?report=genbank&log$=nucltop&blast_rank=21&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#209407755
http://www.ncbi.nlm.nih.gov/nucleotide/253770466?report=genbank&log$=nucltop&blast_rank=22&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770466
http://www.ncbi.nlm.nih.gov/nucleotide/219693286?report=genbank&log$=nucltop&blast_rank=23&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#219693286
http://www.ncbi.nlm.nih.gov/nucleotide/253770460?report=genbank&log$=nucltop&blast_rank=24&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#253770460
http://www.ncbi.nlm.nih.gov/nucleotide/209407591?report=genbank&log$=nucltop&blast_rank=25&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#209407591
http://www.ncbi.nlm.nih.gov/nucleotide/299473840?report=genbank&log$=nucltop&blast_rank=26&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#299473840
http://www.ncbi.nlm.nih.gov/nucleotide/165882702?report=genbank&log$=nucltop&blast_rank=27&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#165882702
http://www.ncbi.nlm.nih.gov/nucleotide/127692591?report=genbank&log$=nucltop&blast_rank=28&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#127692591
http://www.ncbi.nlm.nih.gov/nucleotide/127692583?report=genbank&log$=nucltop&blast_rank=29&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#127692583
http://www.ncbi.nlm.nih.gov/nucleotide/209407688?report=genbank&log$=nucltop&blast_rank=30&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#209407688
http://www.ncbi.nlm.nih.gov/nucleotide/218686444?report=genbank&log$=nucltop&blast_rank=31&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#218686444
http://www.ncbi.nlm.nih.gov/nucleotide/5701899?report=genbank&log$=nucltop&blast_rank=32&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#5701899
http://www.ncbi.nlm.nih.gov/nucleotide/5701901?report=genbank&log$=nucltop&blast_rank=33&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#5701901
http://www.ncbi.nlm.nih.gov/nucleotide/20373104?report=genbank&log$=nucltop&blast_rank=34&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#20373104
http://www.ncbi.nlm.nih.gov/nucleotide/127692565?report=genbank&log$=nucltop&blast_rank=35&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#127692565
http://www.ncbi.nlm.nih.gov/nucleotide/161723008?report=genbank&log$=nucltop&blast_rank=36&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#161723008
http://www.ncbi.nlm.nih.gov/nucleotide/157287012?report=genbank&log$=nucltop&blast_rank=37&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#157287012
http://www.ncbi.nlm.nih.gov/nucleotide/156453955?report=genbank&log$=nucltop&blast_rank=38&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#156453955
http://www.ncbi.nlm.nih.gov/nucleotide/10281631?report=genbank&log$=nucltop&blast_rank=39&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#10281631
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AY996823.1 Nannocystis sp. 91213 16S ribosomal RNA gene, partial sequence 1925 1925 92% 89% 

DQ889889.1 Uncultured Enhygromyxa sp. clone EC130 16S ribosomal RNA gene, partial sequence 1921 1921 94% 89% 

EU834798.1 Uncultured bacterium clone OTUc49 16S ribosomal RNA gene, partial sequence 1920 1920 91% 89% 

M94279.1 Nannocystis exedens 16S ribosomal RNA gene, complete sequence 1882 1882 92% 88% 

FM209097.1 Uncultured Myxococcales bacterium partial 16S rRNA gene, clone delph1H10 1871 1871 87% 89% 

GQ500728.1 Uncultured bacterium clone MACA-CC37 16S ribosomal RNA gene, partial sequence 1865 1865 94% 87% 

EU134550.1 Uncultured bacterium clone FFCH2652 16S ribosomal RNA gene, partial sequence 1860 1860 84% 90% 

EF999380.1 uncultured bacterium clone MidBa41 16S ribosomal RNA gene, partial sequence 1855 1855 93% 87% 

EU134377.1 Uncultured bacterium clone FFCH5592 16S ribosomal RNA gene, partial sequence 1799 1799 85% 88% 

HM275877.1 Uncultured bacterium clone ncd512h02c1 16S ribosomal RNA gene, partial sequence 1786 1786 85% 89% 

HM304978.1 Uncultured bacterium clone ncd844a10c1 16S ribosomal RNA gene, partial sequence 1783 1783 85% 89% 
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http://www.ncbi.nlm.nih.gov/nucleotide/62866396?report=genbank&log$=nucltop&blast_rank=40&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#62866396
http://www.ncbi.nlm.nih.gov/nucleotide/114318876?report=genbank&log$=nucltop&blast_rank=41&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#114318876
http://www.ncbi.nlm.nih.gov/nucleotide/211998674?report=genbank&log$=nucltop&blast_rank=42&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#211998674
http://www.ncbi.nlm.nih.gov/nucleotide/175565?report=genbank&log$=nucltop&blast_rank=43&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#175565
http://www.ncbi.nlm.nih.gov/nucleotide/219932251?report=genbank&log$=nucltop&blast_rank=44&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#219932251
http://www.ncbi.nlm.nih.gov/nucleotide/259122829?report=genbank&log$=nucltop&blast_rank=45&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#259122829
http://www.ncbi.nlm.nih.gov/nucleotide/157500069?report=genbank&log$=nucltop&blast_rank=46&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#157500069
http://www.ncbi.nlm.nih.gov/nucleotide/152031067?report=genbank&log$=nucltop&blast_rank=47&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#152031067
http://www.ncbi.nlm.nih.gov/nucleotide/157499896?report=genbank&log$=nucltop&blast_rank=48&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#157499896
http://www.ncbi.nlm.nih.gov/nucleotide/296969472?report=genbank&log$=nucltop&blast_rank=49&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#296969472
http://www.ncbi.nlm.nih.gov/nucleotide/296998573?report=genbank&log$=nucltop&blast_rank=50&RID=4GKKUFK5012
http://blast.ncbi.nlm.nih.gov/#296998573

