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Table S1. Primers used in this study

Primer Sequence (5'to 3)

pUSA_A-F CTCCGAATTCGAGCTCGGTACCCTGAGTAAAGCATCTCCAGCTC
pPUSA_A-R CTACTACAGATCCCCGGGTACCCGGTATATTTTCTCTCTGGCATGC
pTAex3_B-F AGCTCCGAATTCGAGCTCGGTACCATCGTCAGTCGTCAAAGCGAAG
pTAex3_B-R CACGAGCTACTACAGATCCCCGGGCAATCATCGAAAGCTTTTTGGCTCA

pUSA_C-F CAAGCTGAATTCGAGCTCGGTACCTACTGCCTCAAGATTCGCTGGT
pUSA_C-R CACGAGCTACTACAGATCCCCGGGCTGCGAGCCGATGTGACCCC
pUSA_D-F CTCCGAATTCGAGCTCGGTACCACTCGCCAATCTGCCAAATATTCAT
pUSA_D-R CACGAGCTACTACAGATCCCCGGGCTCACAAAGCACTGCTGCG
pTAex3_E-F AGCTCCGAATTCGAGCTCGGTACCGCTGACCATTGCTTCAACACC
pTAex3_E-R CACGAGCTACTACAGATCCCCGGGATGCGAGACTCCCAAATAGTGAG
pTAex3_F-F AGCTCCGAATTCGAGCTCGGTACCGCAGCTAAGCCGTGTCCAG
pTAex3_F-R CACGAGCTACTACAGATCCCCGGGTACAGGTTCTCAAACAGCCAAGGCA
pTAex3_G-F AGCTCCGAATTCGAGCTCGGTACCACGATGTACTAAGATCCGGCCG
pTAex3_G-R CACGAGCTACTACAGATCCCCGGGCATACGTGATATCTGTCTCGGTGG
pTAex3_H-F CTCCGAATTCGAGCTCGGTACCTTCAGCCTTATCCCTGGGTGC
pTAex3_H-R CTACTACAGATCCCCGGGTACCATGAATGTGGGGATTCAGGTT
pTAex3_I-F CTCCGAATTCGAGCTCGGTACCATTACAAGCAAAACAGGCAACCT
pTAex3_I-R CTACTACAGATCCCCGGGTACCGCACCCAGGGATAAGGCTGA
pTAex3_J-F CAAGCTGAATTCGAGCTCGGTACCGCTGAGCAGGCTGAGCAGGG
pTAex3_J-R CACGAGCTACTACAGATCCCCGGGCGACTCTAGGAGTTCCTGTTTAGGT

Infu_pAdeA_Spel_F

TAGAGGATCTACTAGTCAAGAGCAGAATGTGAACG

Infu_pAdeA_Spel R

AATCCATATGACTAGTGATACATGAGCTTCGGTG

Infu-pBARI-HindlIlI-F

TGACCATGATTACGCCAAGCTTTCAAGAGCAGAATGTGAACG

Infu-pBARI-HindIlI-R

CGACCTGCAGGCATGCAAGCTTGTAAGATACATGAGCTTCGG

Infu-pPTRI-HindIlI-F

TGACCATGATTACGCCAAGCTTCGACTCCAATCTTCAAGAGC

Infu-pPTRI-HindIlI-R

GCAGGCATGCAAGCTTGTAAGATACATGAGCTTCGG

Infu-linker-F1 GCTCGCGAGCGCGTTCCACTGCATCATCAGTCTAG
Infu-linker-R1 AACGCGCTCGCGAGCAAGTACCATACAGTACCGCG
Infu-linker-F2 TCGCGTGCGCGTTTACCCATCATGGTGTTTTGATC
Infu-linker-R2 TAAACGCGCACGCGACATTAATCCGGATCCTTTCC

Infu-linker-pUSA-F

GCTCGCGAGCGCGTTCGATATCATGGTGTTTTGATC

Infu-linker-pUSA-R

AACGCGCTCGCGAGCCTTTCCTATAATAGACTAGCGTG

iNOS_F GGCAGCCTGTGAGACCTTTG
iNOS_R GCATTGGAAGTGAAGCGTTTC
TNF-aF TTCTGTCTACTGAACTTCGGGGTGATCGGTCC
TNF-aR GTATGAGATAGCAAATCGGCTGACGGTGTGGG
IL-6F TCCAGTTGCCTTCTTGGGA
IL-6R GTGTAATTAAGCCTCCGACTTG
COX-2F TGAGTACCGCAAACGCTTCTC




COX-2R TGGACGAGGTTTTTCCACCAG
IL-1BF GAAAGACGGCACACCCACCCT
IL-1BR GCTCTGCTTGTGAGGTGCTGATGTA

GAPDH-F CATGACCACAGTCCATGCCATCAC
GAPDH-R TGAGGTCCACCACCCTGTTGCTGT

Table S2. Plasmids constructed in this study

Plasmid Inserts Primer 1 Primer 2 PCR Template Vector
pUSA digested with
pUSA-ampA ampA pUSA_A-F pUSA_A-R gDNA
Kpnl and Smal
pTAex3 digested with
pTAex3-ampB ampB pTAex3 _B-F pTAex3 B-R gDNA
Kpnl and Smal
pUSA-ampC ampC pUSA C-F pUSA C-R gDNA pUSA digested with
pUSA-ampD ampD pUSA_D-F pUSA _D-R gDNA Kpnl and Smal
pTAex3-ampE ampE pTAex3 _E-F pTAex3 E-R gDNA
pTAex3-ampF ampF pTAex3_F-F pTAex3_F-R gDNA
pTAex3-ampG ampG pTAex3 G-F pTAex3 _G-R gDNA pTAex3 digested with
pTAex3-ampH ampH pTAex3 H-F pTAex3 H-R gDNA Kpnl and Smal
pTAex3-ampl ampl pTAex3_I-F pTAex3_I-R gDNA
pTAex3-ampJ ampJ pTAex3_J-F pTAex3_J-R gDNA
ampA-TamyB pUSA_A-F Infu-linker- pUSA-R pUSA-ampA pUSA digested with
pUSA-ampA+C -
PamyB-ampC Infu-linker- pUSA-F pUSA _C-R pUSA-ampC Kpnl and Smal
PamyB-ampE- .
Infu_pAdeA_Spel_F Infu-linker-R1 pTAex3-ampE . .
TamyB pAdeA digested with
pAdeA-ampE+F
PamyB-ampF- . Spel
Infu-linker-F1 Infu_pAdeA_Spel_R | pTAex3-ampF
TamyB
PamyB-ampD- . .
Infu-pPTRI-HindllI-F Infu-linker-R1 pUSA-ampD . .
TamyB pPTRI digested with
pPTRI-ampD+G .
PamyB-ampG- . . HindlIll
Infu-linker-F1 Infu-pPTRI-HindllI-R | pTAex3-ampG
TamyB
PamyB-ampH- . .
TamvB Infu-pBARI-Hindlll-F Infu-linker-R1 pTAex3-ampH
am
pBARI- Y - - pBARI digested with
PamyB-ampl-TamyB Infu-linker-F1 Infu-linker-R2 pTAex3-ampl .
ampH+I+J HindlIl
PamyB-ampJ- . .
Infu-linker-F2 Infu-pBARI-HindIlI-R | pTAex3-ampJ

TamyB




Table S3. A. oryzae transformants constructed in this study

Plasmids used for transformation

Strains Host strain
AmpB A. oryzae NSAR1
AmpBC A. oryzae NSAR1
AmpABCDEFG AmpABC
AmpABCDEFGHIJ AmpABCDEFG

pTAex3-ampB
pTAex3-ampB, pUSA-ampC
pAdeA-ampE+F, pPTRI-ampD+G
pBARI-ampH+I+]

Table S4. 'H NMR and **C NMR data of udagawanone A (3) (400 and 100 MHz) (inCD3OD-d, &

in ppm, J in Hz)

No ou,(Jin Hz) oc, type
2 166.9, C
3 111.5, C
4 172.2, C
5 110.5, C
6 155.6, C
7 6.45,dd (15.3, 1.4) 121.4, CH
8 6.67,dq (15.4, 6.9) 135.9, CH
9 1.95,dd (6.9, 1.2) 18.7, CHs
10 453, s 55.2, CH2
11 1.99, s 9.6, CHs
12 4.08, s 62.4, CHs

m PRl 222 251 301 XD 441 621 714 [ 721 774

72 (XD e EFP 1050 (i (nzi

1221 (EXY 1251 EERD 1432 1541 1981 2001 2431 (EEERJ 2751 2752
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Figure S1. The antiSMASH (fungal version) result of Amphichorda felina SYSU-MS7908
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Figure S2. Amino acid sequence alignment of AmpB with Soll. The sequences are
aligned using the program Clustal Omega and Jalview.
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Figure S3. Amino acid sequence alignment of AmpC with Sol2. The sequences are
aligned using the program Clustal Omega and Jalview.



Mass Spectrum SmartFormula Report

Analysis Info
Analysis Name

Acquisition Date

D:\Data\MS\data\202111\yuansiwen_7908-C2_pos_63_01_11890.d

11/19/2021 3:00:28 PM

Method LC_Direct Infusion_pos_70-500mz.m Operator SCSIO
Sample Name yuansiwen_7908-C2_pos Instrument maXis 255552.00029
Comment
Acquisition Parameter
Source Type ESI lon Polarity Positive Set Nebulizer 0.4 Bar
Focus Active Set Capillary 4500 V Set Dry Heater 180 °C
Scan Begin 70 miz Set End Plate Offset -500 V Set Dry Gas 4.0 I/min
Scan End 1500 m/z Set Charging Voltage ov Set Divert Valve Waste
Set Corona 0nA Set APCI Heater 0°C
Intens. +MS, 0.6min #34)
x105
15
181.0860
1.0
05
182.0893
|
1725 175.0 1775 180.0 1825 185.0 1875 190.0 1925 miz

Meas.m/z # lonFormula Score
181.0860 1 C10H1303 100.00 181.0859

Figure S4. HRESIMS spectrum for amphichopyrone A (1)
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Figure S5. The IR spectrum of Amphichopyrone A (1)
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Figure S6. The UV spectrum of Amphichopyrone A (1)

Mass Spectrum SmartFormula Report

Analysis Info

Acquisition Date 11/19/2021 2:57:01 PM
Analysis Name D:\Data\MS\data\202111\yuansiwen_7908-C1_pos_62_01_11889.d
Method LC_Direct Infusion_pos_70-500mz.m Operator SCsIo
Sample Name yuansiwen_7908-C1_pos Instrument maXis 255552.00029
Comment
Acquisition Parameter
Source Type ESI lon Polarity Positive Set Nebulizer 0.4 Bar
Focus Active Set Capillary 4500 V Set Dry Heater 180 °C
Scan Begin 70 miz Set End Plate Offset -500 V Set Dry Gas 4.0 l/min
Scan End 1500 m/z Set Charging Voltage oV Set Divert Valve Waste
Set Corona 0nA Set APCI Heater 0°C
Intens. +MS, 0.2min #10|
x104
5
4 195.1019
3
23
1
196.1050
" 187.0603 193.0854 | 199.0609 2010754 207j014 2090814
1850 1875 1900 1925 195.0 197.5 2000 2025 2050 2075 miz
Meas.m/z # lonFormula Score m/z err[ppm] err[mDa] mSigma rdb e Conf N-Rule
195.1019 1 C11H1503 100.00 195.1016 15 03 16.2 45 even ok

Figure S7. HRESIMS spectrum for amphichopyrone B (2)
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Figure S8. The IR spectrum of Amphichopyrone B (2)
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Figure S9. The UV spectrum of Amphichopyrone B (2)

Figure S10. PCR analysis for the AO-ampABCDEFGHIJ construct.
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