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Supplementary Table S1. Quorum quenching enzymes used in this study as queries in the BLASTp search for the identification of the QQ enzyme in Psychrobacter sp. M9-54-1.
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Bpib01
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Bpib05
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PvdQ
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QsdA
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QsdH
QuiP
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AAM61772.1

BAF94155.1

AAO41113.1

AAP57766.1
AA047340.1

AAT68473.1
BAK54003.1
BAP32158.1
BAJ75775.1
ADI80348.1
AAD43990.1
ABU51804.1
ABU51107.1
ABU51109.1
ABU51111.1
YP_235052.1
YP237923.1
AAS06218.1
EAP_90803.1
NP_214744.1
NP_251075.1
ABV58973.1
AAT06802.1
AFX82613.1
AFV15299.1
AAG04421.1
Pdbl4G2D|A
Q97VT7.1

Bacillus spp.

Shewanella sp. MIB015

Ralstonia solanacearum GMI1000

Arhtobacter sp. IBN110
Klebsiella pneumoniae KCTC2241

Streptomyces sp. M664
Solibacillus silvestris StLB046
Chryseobacterium sp. StRB126

Microbacterium testaceum StLB037
Ochrobactrum sp. A44
Agrobacterium tumefaciens C58, M103
Metagenome
Metagenome
Metagenome
Metagenome
Pseudomonas syringae B728a
Pseudomonas syringae B728a
M. avium subsp. paratuberculosis K-10
Oceanicaulis alexandrii HTCC2633
Moycobacterium tuberculosis
Pseudomonas aeruginosa PAO1
Sin identificar (metagenoma)
Rhodococcus erythropolis W2
Sin identificar (metagenoma)
Pseudoalteromonas byunsanensis
Pseudomonas aeruginosa PAO1
Sulfolobus islandicus
Sulfolobus solfataricus P2

Lactonase (Metallo-beta-lactamases superfamily)

Acylase (Ntn-hydrolase)

Acylase (Ntn-hydrolase)
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Phosphotriesterase-like lactonase (PLL)
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Acylase (Ntn-hydrolase)
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Figure S1. Alignment of the protein sequences of AhaP from Psychrobacter sp. M9-54-1 and PvdQ (NP_251075.1) from Pseudomonas

aeruginosa PAOL.
AhaP M9-54-1 1 NVLNRRVRTLTLLTMVGLG GTGDS T YLV RO RUNE Fle/Ti3: 0
PvdQ PAO1 1 feM------- B------- TIYL TIGIAGML LGS - MMPVQARMP RP T G LES SRR Wiy V(G VIS

AhaP M9-54-1 61 TENINY KA VEFFAFENERTY 1 (¢S AR R 1 IAK (€5l s MERYLEARJENE - - - - - - - NEBVERT
PvdQ PAO1 YRR AA KIANG L G Y GE{G Y ANAIND NEXCIAL AJoiE T VpdAIG ERFNR Y)JGEE GlielS A E L DN LS DiF Y1

AhaP M9-54-1 114 YSEHERRSGHLCEPIPEENIDA VKEEEYE YREYMEDK G VESIED PA[SA[EA EFVEIERN IEBIM
PvdQ PAO1 106 LEQIFAALQARWOINTIANROL LEFF¥NEFREIFIMREADG - - - KT T S[8L[€]Q PLLIARA THE)L
AhaP M9-54-1 174 [MARPYGKANLREELSNEGVKQIAQVESEIASGIfMGE SR SEEEIGIAE SDEFSDMTTINV#DG
PvdQ PAO1 163 MRMTRRLLVE[EVGQIJADALVAALNRIGAEKYALEGEQA- - - -FQVAE - - -QRRQRFRMER
AhaP M9-54-1 234 ERYAYRAFERKVTGTDSEVMYG AP WiHGNAOIR F Y)BIHWWT T P GJqL. D VMGEFNe]e|Gle]P)ghiN I G|
PvdQ PAO1 216 [FEIPATINV[EEERSADGK[EMLLA 13P WINGESUR F Y[QYWHIAT I P GRILD VMGEY:IAZGHAPVAYN I G
AhaP M9-54-1 294 FNRDVINJSEERGSHAK REFIFIQ@SAVNG SEFKFN Y VN SDGKVEQRD) PVI[K - -MPNN
PvdQ PAO1 276 [gSRELINYTERRYDIS S HIPSRYRIPAMD PR DJJRRFJLVDGRSLPLIJEKS - - - YA I EYREFADGKL
AhaP M9-54-1 352 QTITRNIFVEHF{IILNNSSADER L PAGDENIN V VYT IEBYAA SYP AN REMYMIAT S
PvdQ PAO1 333 SRVEHKVY{QEITFLEIJLVV - - - - WiGKLD|NR - - S EAPALESIIN LI TRV oY v[H TRjol\s D
AhaP M9-54-1 412 [CEHVDREMOK I LEL G FISEI TR NEXNFIA D 1P TNV T REK L VXIS IYALJLR T
PvdQ PAO1 387 |YARMRRIIVEALQE]T P wiipShLENAE oleNINBMN ORIV Y LK PJAL. T PN - - - - - - Izidoitv]
AhaP M9-54-1 472 ADFNINES TAAMERD THAD s PRYXEHF GG S KAPFRIRDR YL YEAS§A E QR TER
PvdQ PAO1 441 EcHF¥oldoDp sr[EAS RINP AA AT P A A QIBIVILEIRMFY O PAW Ly NIF NP L[§G F
AhaP M9-54-1 532 EELRRDLIVEIEEPINNIL S LETEMAF T Q| S GHNFDLDKMQQVEYGYRSYA
PvdQ PAO1 501 [FFAVSQEK------- - HrcerRaARYIALSR----Mo----- KQPLEAKTHEEMYTANHVES
AhaP M9-54-1 592 RELFIDRVAADENARP MBFRYIFNT I EAK QFN"s IMNNEPRIRNYIPER GAHfFREFWNKEG
PvdQ PAO1 544 E\DONAAPPILIARL{ERDRQG---- - - - EKSLAREYeA AA QIPRIGANLBEIGSGFY\YFQRFMQ - R
AhaP M9-54-1 652 EYTNDSFAVERINEADEINJRELKT - - - - - T AR TERESAGRINTI\Y FQNK[ERA L. DIAS LEE
PvdQ PAO1 596 |j- AELDGAWSELSFDAQRIFLDiS0G I ALBEYGA TIo Vi Y RaANYNAINE VEK S[ehip D GE\R WlED
AhaP M9-54-1 707 MY VLEFXEKNNQHFP Mulddv[EsEEIFYVARGIEGNEAGNY I INN[EP TFME]sEESRD sKERV
PvdQ PAO1 655 OVST- - -RGQERMAIPlJelD[eHF[EVYINATIQS - -{YRKGDHLEVVG[e|T S} I[L ASIP E Ele}dK
AhaP M9-54-1 767 VEAMBAYEI®ACHTTREYHESHR R YED KK I RFEEK SElSKQAVGEVIKL

PvdQ PAO1 710 ARGMBIFEISS si)P R sigH YiJepE L FEIR QO[1j0 TIA3IDRODADPQLQRLS I
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