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Figure S1. PLS-DA scatter plots of statistical validation obtained by 200 times permutation test. 1H 

NMR data of intracellular metabolites for four Nesterenkonia flava in medium M3. 
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Figure S2. Color-coded loading plot from PLS-DA of 1H NMR data for four strains of N. flava cultivated 

in medium M1. 

 

Figure S3. Color-coded loading plot from PLS-DA of 1H NMR data for four strains of N. flava cultivated 

in medium M2. 



Table S1. 1H NMR assignments of intracellular metabolites from the marine Nesterenkonia flava strain 

1K00610 (Marine-3) and the terrestrial strain 1A10663 (Land) in medium M3. The No. of the metabolites 

were in accordance with Figure 4. 

No. Metabolite Interval (ppm) 

1 Pantothenate 0.86-0.92    

2 Leucine 0.92-0.95 1.66-1.70   

3 Valine 0.99-1.01 1.04-1.06   

4 Isoleucine 1.01-1.02    

5 3-Hydroxybutyrate 1.19-1.21    

6 Fucose 1.22-1.24    

7 Threonine 1.33-1.35    

8 Alanine 1.48-1.50    

9 Lysine 1.70-1.75 1.89-1.90   

10 Putrescine 1.75-1.78    

11 Thymidine 1.88-1.89    

12 Acetic acid 1.91-1.92    

13 Acetamide 1.98-1.99    

14 N-Acetylglucosamine 2.03-2.04    

15 N-Acetylcysteine 2.04-2.05    

16 Glutamate 2.05-2.09 2.11-2.16 2.33-2.37 3.75-3.78 

17 p-Cresol 2.24-2.25    

18 Pyruvate 2.37-2.38    

19 Succinate 2.39-2.40    

20 Methylamine 2.64-2.65    

21 Carnosine 2.65-2.70    

22 Dimethylamine 2.70-2.72    

23 Sarcosine 2.72-2.74    

24 Methylguanidine 2.81-2.82    

25 Trimethylamine 2.90-2.91    

26 Creatine 3.02-3.03    

27 Creatine phosphate 3.03-3.04    

28 Choline 3.18-3.19    

29 Betaine 3.23-3.24    

30 Taurine 3.24-3.26    

31 Mannose 3.36-3.39 3.57-3.58   

32 Maltose 3.40-3.44 3.58-3.64   

33 Homogentisate 3.46-3.47    

34 Sucrose 3.47-3.50    

35 Arabinose 3.50-3.52 4.51-4.53   

36 Glycine 3.56-3.57    

37 Indole-3-acetate 3.65-3.66    

38 Ethylene glycol 3.66-3.67    

39 Galactitol 3.68-3.69 3.69-3.71   

40 Mannitol 3.85-3.89    

41 Vanillate 3.90-3.92    

42 Creatinine 4.02-4.04    

43 Cytidine 4.12-4.13 4.29-4.31   

44 Dihydroxyacetone 4.42-4.43    

45 N-Acetyl-D-glucosamine 5.19-5.21    

46 Glucose 5.23-5.26    

47 UDP-glucose 5.96-5.99    

48 NAD+ 6.02-6.05 6.08-6.12 8.20-8.21 8.42-8.42 

49 Cholate 7.25-7.35    

50 NADH 8.23-8.24 8.44-8.45   



Table S2. List of significant metabolites from PLS-DA (medium M3) which were responsible for the 

differentiation of marine and terrestrial strains. They were in accordance with Figure 3. The changing 

folds (marine relative to terrestrial) and p-values were from univariate analysis. The 27 metabolites in 

bold were characteristic metabolites. 

No. Metabolites abundant 

in terrestrial strains 

Folds p-value No. Metabolites abundant 

in marine strains 

Folds p-value 

1 Fucose 0.11  <0.001 1 p-Cresol 5.38  <0.001 

2 Cholate 0.20  <0.001 2 Alanine 4.81  <0.001 

3 Pantothenate 0.23  <0.001 3 Mannose 4.50  <0.001 

4 Leucine 0.25  <0.001 4 Vanillate 3.56  0.001  

5 Trimethylamine 0.26  <0.001 5 N-Acetylcysteine 3.12  0.024  

6 Pyruvate 0.31  0.002  6 N-Acetylglucosamine 2.85  0.018  

7 Galactitol 0.31  <0.001 7 Carnosine 2.74  0.001  

8 NAD+ 0.42  0.004  8 Sucrose 2.21  <0.001 

9 Lysine 0.44  <0.001 9 NADH 1.94  <0.001 

10 Glucose 0.44  0.001  10 Valine 1.89  <0.001 

11 NADP+ 0.45  0.025  11 Methylguanidine 1.66  0.001  

12 3-Hydroxybutyrate 0.45  <0.001 12 Arabinose 1.59  0.001  

13 Mannitol 0.52  <0.001 13 Sarcosine 1.09  0.211  

14 N-Acetyl-D-

glucosamine 
0.56  <0.001     

15 UDP-glucose 0.60  <0.001     

16 Indole-3-acetate 0.67  0.211      

17 Glutamate 0.70  <0.001     

 


