Table S1. Characteristics of the marine samples used for isolation of Actinobacteria in this study.

Sample Sampling Zone Depth Coordinates
site
c1 Chafaral South side of The Marine sediment 31.5 29°2'32.27”'S 71°34°28.69”W
de Window
c2 Aceituno The nameless 34.1 29°1'10.98”S 71°34'23.43”W
c3 Island Walls of Neptune Marine sponge (31.5) 29°2’'54.42"’S 71°34'28.69”'W
c4 The Canon (34.1) 29°1'23.02”S 71°33'57.85""W
Vi Valparaiso  Carvallo Beach Marine sediment 0 33°1'8.69"S; 71°38'32.38"W
V2 0 33°1'8.69"S 71°38'32.38"W
V3 Undetermined
\"Z Undetermined
V5 Portales Beach Marine sediment 0 33°2'0.47"S 71°35'42.36"W
V6 0 33°2'0.47"S 71°35'42.36"W
V7 Punta Angeles Marine sediment 28.4 33°1’12,21"S 71°38'56,41"W
V8 Lighthouse 19.2 33°1’12,21"S 71°38'56,41"W
V9 10.0 33°1’12,21"S 71°38'56,41"W
V10 Torpederas Beach Marine sediment 29.4 33°1'11.05"S 71°38'43.25"W
Vi1 191 33°1’11.05"'S 71°38'43.25"W
V12 6.7 33°1’11.05"'S 71°38'43.25"W
11 Easter Motu Nui Islet Marine sediment 35 27°12°01.07”S 109°27°12.30"W
12 Island Marine sponge 23 27°12’01.07”S 109°27°12.30"W
13 23 27°12’01.07”S 109°27°12.30”"W
14 Ovahe Beach Marine sediment 0 27°04’26.01”S 109°19°51.01"W
15 Terevaka Marine sediment 22 27°5’13.55"'S; 109°24'59.58"'W
16 Marine sponge 22 27°5'13.55”’S; 109°24’59.58”"W
17 2 27°5’13.55”'S; 109°24’59.58"’'W
18 32 27°5’13.55”'S; 109°24’59.58"'W
El Chiloé Quellén Sea Urchin Undetermined
Island
H1 Huinay Lilihuapi Island Marine sediments  11.3 42°20'634’'S; 72°27°429"W
H2 Tambor Waterfall Marine sediments 6.1 42°24’161"S; 72°25’235"'W
H3 Punta Llonco Marine sediments  25.1 42°22' 32"S; 72°25" 4'W
H4 Lloncochaigua River  Marine sediments  0.25 42°22' 37"S; 72°27'25"'W
mouth
G1 Penas Gulf Marine sediment 70 47°53’19,26"’S; 74°33'0' W
G2 Marine sediment 850 47°59’41"'S; 73°46’39'W’
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