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residues are indicated with an asterisk. The position of conserved cytochrome bs domain motif is
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Table S1. Fatty acid composition of Ostreococcus RCC809 (O. RCC809) and F. cylindrus
cultures in stationary phase. Values are the average of three independent experiments
(zstandard deviation). ND—not detected.

Composition (Molar %) £SD

Fatty Acid 0. RCC809 F. cylindrus
16:0 20.12 +0.6 12.1 £0.2
16:1n-7 18.1 0.3 245 +0.1
16:4n-3 5.08 +0.4 ND
18:0 1.24 0.5 2.4 +0.3
18:1n-9 8.17 0.2 ND
18:1n-7 8.03 +0.1 ND
LA 9.12 +0.2 0.7 0.3
GLA 3.29£0.3 1+04
ALA 3.98 04 0.8 +0.3
SDA 19.13 +0.6 5.7+0.5
20:2n-6 0.65 +0.4 1+0.2
20:4n-3 ND 7.4+0.1
EPA 1.26 +0.4 31.4+0.3
DHA 1.83 +0.5 25+0.1
24:0 ND 1.4+0.2
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Figure S1. Multiple sequence alignment of Ost809D6 with A6-desaturases from
Mantoniella squamata (M.squaD6, CAQ30479.1) [1], Micromonas pusilla (M.pusD6,
XP_002502445.1) [2], Ostreococcus lucimarinus (O.lucD6, DAA34893.1) [3] and
Ostreococcus tauri (O.tauriD6, XP_003082578.1) [4]. Conserved histidine boxes are
shaded in grey. Conserved amino acid residues are indicated with an asterisk. The position
of conserved cytochrome bs domain motif is marked with a solid line. The alignment was
obtained using CLUSTAL W.

0st809D6  ——mmmmmmmmmmmmmm o MRVETEDDNV PTVTVGLSEESDGMKGARNPGARAWKSTLEP
0.lucDé MCVETTEGTSRTMANERTSS SSSLSEGGT PTVTVGMGSE-DAGKKTRNASVTAWTKELEP
O.tauribDé —————mmmmmmmmmmm oo MCVETENNDGI PTVE IAFDGE----RERAEANVKLSAEKMEP
M.squaDé = —mmmmmmmmmmmmm e MCPPKES TRKNAGGPLTRGKLSADLAKLEP
M.pusDE mmmm oo MTRGNKAKLDNSKLAKLEP
» EE
0st809D6 HAVAKSFDRRWVKVDGVEYDVTDFKHPGGSVIY YMLSNTGADATEAFKEFHYRSKKARKA
0.lucDé HAIAKTFERRYVTIEGVEYDVTDFKHPGGSVIY YMLSNTGADATEAFKEFHYRSKKARKA
0.tauriDé AALAKTFARRYVVIEGVEYDVTDFKHPGGTVIFYALSNTGADATEAFKEFHHRSRKARKA
M.squaDé HKLAQTFDTRWVRVGDVEYDVTNFKHPGGSVIFYMLSNTGADATEAFNEFHMRS PKAWKM
M.pusDé HKLAQTFEQRWVRIDDVEYDVTNFKHPGGSVIFYMLSNTGADATEAFKEFHMRS PKAWKM
:*::* *:* _******:******:**:* ************:*** *% X% %
0st809D6 LAALPQREPEDAS--PVEDANMLKDFAKWRKDLEREGFFKPS PAHVAYRFAELAAMFALG
0.lucDé LAALPHKPVDAATREP IEDEAMLKDFAQWRKELEREGFFKPS PAHVAYRFAELAAMFALG
0.tauriDé LAALPSRP---AKTAKVDDAEMLQDFAKWRKELERDGFFKPS PAHVAYRFAELAAMYALG
M.squaDé LKALPNRPAETPRSQ-DPDGPMLEDFAKWRAQLEKEGFFKPS IAHVAYRIAELAAMFALG
M.pusDé LKALPQRPAETPRSA-DPDAPMLQDFARWRAELEKEGFFEPSRLHLAYRCLELCATFALG
* E*x % H . * **:***:** :**::***:** *:*** **_* :***
0st809D6 TALMYARWHATSVFVTACFFGARCGWVQHEGGHSSLTGS IWWDKRI QAFTAGFGLASSGD
0.lucDé TALMHARWHVASVIVYSCFFGARCGWVQHEGGHNSLT GNIWWDKRI QAFAAGFGLASSGD
0.tauriDé TYLMYARYVVSSVLVYACFFGARCGWVQHEGGHSSLTGNIWWDKRI QAFTAGFGLAGSGD
M.squaDé CYIMSLGYPVVASIVFGAFFGARCGWVQHEGGHNSLTGNIWLDKRIQAATCGFGLSTSGD
M.pusDé TFLMYIGRPLLASIVYGAFFGARCGWVQHEGGHNSLTGSIWWDKRIQAATCGFGLSTSGD
:* H :* __***************_****_** Egr i i :_****: E
0st809D6 MWNLMHNKHHAT PQKVRHDMDLDTT PAVAFFNTAVEENRPRKFSKLWLRVQAWT FVPVTS
0.lucDé MWNNMENKHHAT PQKVRHDMDLDTT PTVAFFNSAVEENRPRGFSKLWLRLQAWT FVPVTS
0.tauriDé MWN SMENKHHAT PQKVRHDMDLDTT PAVAFFNTAVEDNRPRGFSKYWLRLQAWT FIPVTS
M.squaDé MWNQMHNKHHAT PQKVRHDMDLDTT PAVAFFKTAVEDNRPRGFSRAWSRAQAWT FVPVTS
M.pusDé MWNQMHENKHHAT PQKVRHDMDLDTT PAVAFFDTAVEDNRPRGFSKTWARAQAWT FVPITS
Er **********************:****_:***:**** **: * % *****:*:**
0st809D6 -GLVLLAWMYLLHPRHIARRKNYEEAAWIVAAHVIRT SVIKAVTGY SWITCYGLFLSTMW
0.lucDé -GMVLFFWMFVLHPRNALRRKSFEEAAWMFSAHVIRTAVIKAVTGY SWIASYGLFAATMW
0.tauriDé -GLVLLFWMFFLHPSKALKGGKYEE LVWMLAARHVIRTWT IKAVTGFTAMQSYGLFLATSW
M.squaDé GLLVQMFWIYVLHPRQVARKKNYEEASWMILSHVLRTATIKYAGGY SWPVAYLWFSFGNW
M.pusDé GVLVQMFWIYVLHPRQVLRKKNYEEASWMFLSHVVRTAVIKLALGCGTAEAYGWEFWVGNW
:* H *::_*** H H _:** *:_ :**:** _** . * _* * *
0st809D6 VSGCYLFAHFSTSHTHLDVVPSDKHLSWVRYAVDHTIDIDP SKSVVNWLMGYLNCQVIHH
0.lucDé ASGCYLFAHFSTSHTHLDVVPSDKHLSWVRYAVDHTIDINPNNSVVNWLMGYLNCQVIHH
0.tauriDé VSGCYLFAHFSTSHTHLDVVPADEHLSWVRYAVDHTIDIDPSQGWVNWLMGYLNCQVIHH
M.squaDé IAYMYLFAHFSTSHTHLEVVPSDKHISWVNYAVDHTVDIDP SKGYVNWLMGYLNCQVIHH
M.pusDé IAYMYLFAHFSTSHTHLDVVPSDKHISWVNYAVDHTVDINPRNSIVNWLMGYLNCQVIHH
*************:***:*:*:***_******:**:* Ele e e e e e e o A o e
0st809D6 LFPDMPQFRQPEVSRREVSFAKKWNLNYKVMSY YGAWKATFGNLNEVGKHYYIQGSQITK
0.lucDé LFPDMPQFRQPEVSRREVPFAKKWNLNYKVLTY YGAWKATFGNLNDVGKHYYVHGSQRVK
0.tauriDé LFPSMPQFRQPEVSRREVAFAKKWNLNYKVMTYAGAWKATLGNLDNVGKHYYVHGQHS GK
M.squaDé LFPDMPQFRQPEVSRREVAFAKKWNLNYKVLTY YGAWKATF TNLDTVGQHYYKHGKAHAH
M.pusDé LFPDMPQFRQPEVSRREVAFAEKWNLNYKVLTY YGAWKATF SNLDRVGQHYYVNGKAKAH

FEE FXXXAXLXIXXIIIAL A X s XXX XXXXK 0ok XXX FTIFx s FFhy AXoFEXX o %
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Figure S2. Multiple sequence alignment of Ost809D4 with A4-desaturases from Pavlova
lutheri (P.lutD4, AAQ98793.1) and Pavlova salina (P.salD4, AY926606.1) [4], Isochrysis
galbana  (l.galD4, AY630574) [5], Ostreococcus lucimarinus  (O.lucD4,
XM_001415706.1) [6] and Emiliania huxleyi (E.huxD4, [7]). Conserved histidine boxes
are shaded in grey. Conserved amino acid residues are indicated with an asterisk. The
position of conserved cytochrome bs domain motif is marked with a solid line. The
alignment was obtained using CLUSTAL W. A related A4-desaturase from Thalassiosira
pseudonana (TpD4, AAX14506.1) [8] was omitted from this line-up on the basis of
poor alignment.

0st809D4 ---MPTTRSRARVTTPPRET PTRANTVAALDPERKYTRIRGVVYDYTDEASRHPGGAQLL
0.lucD4 --MPSAARSRASKRANATTDVATTAPEATLDPTRAYTRYRGVVYDVTEFQHRHPGGAQLL
P.lutD4 MPPSAASEGGVAELRAREVAS---YTRKAVDER PDLT IVGDAVYDAKAFRDEHPGGAHEV
P.salD4 MPPSAAKQMGAS TGVEAGVTDSSAFTRKDVADR PDLT IVGDS VYDAKAFR SEHPGGAHEV
I.galDd  —mmmmmmm——m - MCNAAQVETQALRAKEAAKPTWTKIHGRTVDVETFR--HPGGN-IL
EhuxD4 = —mmmmmmmmmmmmmmm oo MGGAGASEAER PKWTTIHGRHVDVSKFR--HPGGN-II
* . *. * *Ek*E
0st809D4 SLCVGRDATILVESHELRPEVVQKY LKTLPVVEGAAGAFGPEETFPKPLDSDLYRKIQGR
0.lucD4 SLCVGRDATILIESHELRPEVVRKYMKTLPVVEGAAGAFGKEETFPKPLDSAVYRAIQRR
P.lutD4 SLFGGRDATEAFMEYERRAWPKARMSKFFVGSLDASEKPTQADSAYLRLCAEVNALLPKG
P.salD4 SLFGGRDATEAFMEYERRAWPKSRMSRFHVGSLASTEEPVAADEGYLQLCARTAKMVP SV
I.galD4 DLFLGMDATTAFETFHGHHKGAWKMLKTL PEKE VAAADI PAQKEEHVAEMTRLMASWRER
EhuxD4 ELFYGMDSTSAFEQFHGHHKGAWKMLKAL PTKE VDPADVPQQ PQEHVAEMTRLMTSWRER
* * ke & * . . . . .
0st809D4 VRKEIVEPLEMTRGRE PHGRGWCVLDAGVVLAF FAFALGVYWKTPTVATGCLLGLAGYWS
0.luchD4 VRDEVVEPMKAK SGREAHGRGGCVVDAGVVVTL,T FVAAMVAYWRAPSATTGCALGTLAGYWS
P.lutD4 SGGFAPPSYWLKAA--—-—-—-—-—-— ALVVAAVSIEGYMLLRGKTLLLSVFLGLVFAWI
P.salD4 SSGFAPASYWVKAG--—-—-—-—-—-- LILGSAIALEAYMLYAGKRLLPS IVLGWLFALI
I.galD4 GLFKPRPVASSIYG------—---—--- LCVIFAIAASVACAPYAPVLAGIAVGTCWAQC
EhuxD4 GLFKPRPVASGIYG--—---—-—-—--- LAVVAAIVACIACAPHAPVLSGIGLGSCWAQC
. =T
0st809D4 GTGLQETANHGGLAKS GFWNQFWGWLGNDVAIGKSSVEWRYHHMVSHHS Y CNDADLDQDV
0.lucD4 GTGLQETANHEGGLAKS GFWNQFWGWLGNDVAIGKSSVEWRYHHEMVSHHS Y CNDADLDQDV
P.lutD4 GLNIQEDANHGALSRHSVINYCLGYA--QDWIGGNMVLWLQEHVVMHHELHTNDVDADPDQ
P.s5alD4 GLNIQEDANHGALSKSASVNLALGLC--QDWIGGSMILWLQEHVVMHELH TNDVDKDPDQ
I.galD4 G-FLQEMGGEREWGRTWSFAFQHLFEG-- - LLKGGSA SWWRNRHNKHHAK TNVLGEDGD-
EhuxD4 G-FLQEMGGEREWGVRYSFLLQHFFEG-- - LLKGGSA SWWRNRENKHHAK TNVLGEDGD-
* :** ..* . : . * . *x kS . e
0st809D4 YTALPLLRLDPS QELKWFHRYQAFYAPLMWPMLWLAAQFGDAQNILVDKASPGVEVKGLM
0.luchD4 YTALPLLRLDPS QELKWFHRYQAFYAPLMWPFLWLAAQVGDAQNILIDRASPGVEVKGLM
P.lutD4 K-AEGVLRLKPTDGWMPWHALQQLY ILPGEAMYAFKLLFLDALELLAWRWE-GEKISPLA
P.salD4 K-AHGALRTKPTDAWS PMHWL.QHT,Y 1 T,PGETMYAFKT,1FLDT SELVMWRWE-GEPTSKT.A
I.galDd —----—- LRTTPFFAWDP----TLAKKVPDWSLRTQAFTFLPALGAYVFVFAFTVRKYSVY
EhuxDd  —-—--- LRTTPFFAWDP----TLAKKVPDWSLKTQAFTFLPALGAYVFVFAFTIRKYAVY
* % * . .
0st809D4 KLEVALYVLGKFLHFSLLLGVPAYLHGFANAIVPFIAYGAFGSFVLCWFFIVSENLEALT
0.lucD4 KNEIALYLLGKVLHFGLLLGVPAYIHGLSNVIVPFLAYGAFGSFVLCWFFIVSENLEALT
P.lutD4 RALFAPAVACKLGFWARFVALPLWLQPTVHTALCICATVCTGSFYLAFFFFISHNFDGVG
P.salD4 GYLFMPSLLLKLTFWARFVALPLYLAPSVHTAVCIAATVMTGSFYLAFFFFISHNFEGVA
I.galD4 KRLWHEVALMVAHYALFSWALSAAGASLS SGLTFYCTGYAWQGIYLGFFFGLSHFAVERY

EhuxD4 KELWHELALMIAHYAMFYYALQLAGASLGSGLAFYCTGYAWQGIYLGFFFGLSHFAVERV

* :** :**

Ost80sD4 PIN-——-—- LSKSTENDWGAWQIETSASWGN--GFWSFFSGGLNLQIEHHLFPGCAHNLYP
0.lucD4 PMN-—---—- LSKSTENDWGAWQIETSASWGN--SFWSFFSGGLNLQIEHHLFPGCAHNLYP
P.lutD4 SVGPEG---SLPRSATFVQRQVETS SNVGG--YWLGVLNGGLNFQIEHHLFPRLHHSYYA
P.salD4 SVGPDGSITSMTRGASFLERQAETS SNVGG--PLLATLNGGLNYQIEHHLEFPRVHHGEYP
I.gz1D4 PS—-—-——————- TATWLESTMMGTVDWGGSSAFCGYLSGFLNIQIEHHMAPOMPMENLR

EhuxD4 PS-————————- TATWLESSMIGTVDWGGSSAFCGYVSGFLNIQIEHHMAPQMPMENLR

* L LW F FE xEEEIE.
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Figure S3. Multiple sequence alignment of FCElo6 with A6-elongasse from Thalassiosira
pseudonana (TpElo6, AY591337.1) and Ostreococcus tauri (OtElo6, AY591335) [5].
Conserved amino acid residues are indicated with an asterisk, whereas conserved motifs
are framed. The alignment was obtained using CLUSTAL W.

FcEloe = @—emmmmmmm e —————— MDEYEATLESVGDAI IQWADPESQFTGFTEGWFLTDFETS
TpEloe = ————————— = MDAYNAAMDEKIGAATI IDWSDPDGEKFRADREDWWLCDFERS
OtEloé MSGLRAPNFLHRFWTEWDYAISEVVETCADSFOWDIGPVSSSTAHLPATESPTPLVTSLL
. - * - . *

FcElo6 AFSTALVYVLEVIIGSQVMEVLPAIDPYPIKEFFYNVSQIMLCAYMTIEACLLAYENGYTT
TpEloé ATTIALIYIAFVILGSAVMOSLPAMDPYPIEFLYNVSQIFLCAYMTVEAGFLAYENGY TV
OtEloé FYLVIVFLWYGRLTRESSDEKIREPTWLRRFI TCHNAFLIVLSLYMCLGCVAQAYONGYTL
e - * H . H H :'k_ 'k_'k_ * & H . 'k'k:'k'k'k'k:

FcElo6 MPCVGYNRDDPATIGNLLWLEFYVSEVWDFWDTLFIVLGEEWRDLSFLHVYHHITIFLEFYWL
TpEloé MPCNHFNVNDPPVANLLWLEYI SEVWDEFWDTLFIVLGEEWEDLSFLHVYHHITIFLEFYWL
OtEloé WG-NEFKATETQLALYIYIFYVSEIYEFVDTY IMLLENNLEDVSFLHIYHHETISFIWWI
. . . .::-,\--,\-:-,\--,\-:::-,\- ** :::'k H 'k'k:'k'k'k'k:'k'k'k:'k'k :::'k:

FcElo6 NANVEYDGDIYLT IAINGFIHTVMYTY YFICMHTEDEETGESLP IWWESSIITLLOLFQFT
TpEloé NAWNVLYDGDIFLTILINGFIHTVMYTYYFICMHTEDSKETGESLP IWWESSLWTAFQLLOFT
OtEloé IARRAPGGDAYFSAALNSWVHVCMY TYYLLSTLIGEKEDPERSNY LWWGRHLLOMOMLOFF

*, LEFE pnn EELF, OREIIE Lo . 2FIEE EE OgFLEE

FcElo6 TMMSQGLYLITFGCESLSIRVTATYVVYILSLFFLFAQFFVASYMOPEESKTA-ELGTLT
TpEloé IMMSQATYLVFHGCDEVSLRITIVYFVSLLSLFFLFAQFFVOSYMAPEKKEESA———————
OtEloé FNVLOALYCASF--STYPKFLSKILLVYMMSLLGLFGHFY YSEHIAARKLOEEQQ—————

*, 0% . e . HH LEoaaEEL FE oEy L. F o



Mar. Drugs 2013, 11

Figure S4. Codon-optimised nucleotide sequences. (A), Ost 809D6; (B), Ost809D4;
(C) Fc ELOS.

A
1 ATGCGTGTGGARAACCGAAGACGATAATGTGCCAACTGTTACTGTGGGATTGTCAGAGGAG

61 TCCGATGGAATGAAGGGAGCAAGGAACCCCGGAGCACGTGCTTGGAAGTCGACGTTGGAG
121 CCGCACGCCGTGGCAAAGTCATTCGATCGTAGGTGGGT TAAGGTTGACGGAGTCGAATAC
181 GACGTAACTGATTTCAAGCATCCCGGAGGATCAGTTATCTACTATATGCTTTCTAACACC
241 GGAGCTGATGCCACTGAGGCTTTCAAGGAATTTCACTATCGTAGTAAGAAGGCCAGGARAG
301 GCACTTGCTGCCCTCCCACAACGTGAGCCTGAAGACGCTTCGCCAGTCGAGGATGCCAAT
361 ATGCTCAAGGACTTCGCAAAGTGGCGTAAGGATTTGGAGAGGGAAGGATTCTTTAAGCCA
421 AGTCCTGCTCACGTGGCCTACCGTTTCGCCGAACTCGCAGCTATGTTTGCTTTGGGAACT
4831 GCCCTTATGTATGCACGTTGGCATGCTACGTCTGTCTTCGTAACAGCCTGTTTCTTTGGA
541 GCAAGGTGTGGATGGGTGCRAACACGAGGGAGGACATTCTTCCTTGACCGGATCCATCTGG
601 TGGGATAAGCGTATTCAGGCATTCACTGCTGGATTTGGACTTGCCAGTTCGGGAGACATG
661 TGGAACCTCATGCACAATAAGCACCATGCAACGCCACAAAAAGTTAGGCATGATATGGAC
721 CTCGATACCACTCCTGCAGTGGCTTTCTTTAACACAGCTGTTGAGGARAATCGTCCTAGG
781 AAGTTCTCTAAGTTGTGGCTTCGTGTCCAGGCCTGGACCTTTGTGCCCGTTACTTCCGGA
841 TTGGTACTCTTGGCATGGATGTACCTTCTCCACCCGCGTCATATCGCTCGTAGGRAAGARAC
901 TATGAGGAAGCCGCATGGATTGTGGCTGCCCATGTTATCAGGACCTCCGTCATTAAGGCT
961 GTAACGGGATACAGTTGGATCACATGTTATGGACTCTTCTTGTCGACTATGTGGGTCTCA
1021 GGATGCTACCTCTTCGCTCACTTTTCAACGTCTCACACACATTTGGACGTGGTTCCATCT
1081 GATAAGCACCTTTCCTGGGTGCGTTACGCCGTTGATCATACCATCGACATTGATCCTTCC
1141 AAGAGTGTCGTAAACTGGCTCATGGGATATTTGAACTGTCAGGTTATCCACCATTTGTTC
1201 CCCGACATGCCGCAATTTCGTCAGCCCGAAGTCAGTCGTAGGTTCGTATCGTTTGCCAAG
1261 AAGTGGAACCTTAATTACAAGGTCATGTCTTACTATGGAGCCTGGAAGGCAACCTTCGGA
1321 AATCTCAACGAAGTCGGAAAGCACTACTACATCCAAGGAAGTCARATCACAAAGAAGACG

1381 GTTTAG
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Figure S4. Cont.

B

1 ATGCCAACTACTCGTTCTCGTGCTCGTGTTACTACTCCACCTCGTGARACTCCTACTCGT

61 GCTAATACTGTTGCTGCTTTAGATCCAGAACGTAAATATACACGTATTCGAGGTGTTGTA

121

181

241

781

541

901

1021

1081

1141

1201

1261

1321

TATGATGTTACTGATTTTGCTAGTCGACATCCAGGTGGTGCACAATTATTATCTTTATGT

GTTGGTCGTGATGCTACAATTTTAGTAGAATCACATCATTTACGACCAGAAGTTGTACAR

ARMATATTTAAAAACATTACCTGTTGTAGAAGGTGCTGCTGGTGCATTTGGTCCAGAAGAR

ACTTTTCCAAAACCTTTAGATAGTGATTTATATCGTAAAATTCAAGGTCGTGTTCGAARR

GAAATTGTAGAACCATTAAAAATGACACGTGGTCGAGARCCTCATGGTCGTGGTTGGTGT

GTTTTAGATGCTGGTGTTGTATTAGCTTTCTTTGCTTTTGCATTAGGTGTTTAT TGGARAR

ACACCAACTGTAGCTACTGGTTGTTTATTAGGTTTAGCAGGTTATTGGTCTGGTACAGGET

TTACAACATACTGCTAATCATGGTGGTTTAGCARAAATCAGGTTTTTGGAATCAATTTTGG

GGTTGGETTAGGARATGATGTTGCTATTGGTAAAT CAAGTGTAGAATGGCGTTATCATCAT

ATGGTTTCACATCATAGTTATTGTAATGATGCTGATTTAGAT CAAGATGTTTATACAGCA

TTACCATTATTACGTTTAGATCCTTCACAAGAATTAAAATGGTTTCATCGTTATCAAGCA

TTTTATGCACCTTTAATGTGGCCTATGTTATGGTTAGCTGCACAATTTGGTGATGCTCAR

AATATTTTAGTTGATAAAGCAAGTCCAGGTGTAGAATATARAAGGTTTAATGARATTAGAR

GTTGCTTTATATGTATTAGGAAAATTTTTACATTTTTCTTTATTATTAGGTGTTCCTGCA

TATTTACATGGTTTTGCTAATGCAATTGTACCATTTATTGCTTATGGTGCATTTGGTTCA

TTTGTTTTATGTTGGTTTTTCATTGTAAGT CATAATTTAGAAGCATTAACACCAATTAAT

TTATCTAAATCAACTARARANTGATTGGGETGCTTGGCAAATTGAARCTAGTGCATCTTGG

GGTAATGGTTTTTGGTCATTTTTCTCAGGTGGTTTAAATTTACAARTTGAACATCATTTA

TTTCCTGGETTGTGCTCATAATTTATATCCAAAAATGGTTCCTATTAT TAAAGAAGAATGT

GAAAMAGCAGGTGTTACATATACTGGTTATGGTGGTTATTTTGGTTTATTACCAATTACT

CETGATATGTTTGCTTATTTATATAAAATGGGTCGTCAATCTAAARARATCTGCTTAR
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Figure S4. Cont.

C
1 ATGGATGAGTACAAGGCCACTTTGGAGTCAGTAGGAGACGCTATTATTCAATGGGCAGAC

61 CCCGAGTCACAGTTCACCGGATTCACTAAGGGATGGTTCCTCACCGATTTTACTTCAGCT

121 TTCTCTATCGCCCTCGTCTACGTATTGTTCGTGATCATTGGATCCCAAGTGATGAAGGTT
181 CTCCCTGCTATCGACCCATACCCTATCAAGTTCTTTTATAACGTTAGTCAGATCATGTTG
241 TGTGCCTATATGACCATTGAGGCATGCCTCTTGGCTTACCGTAATGGATATACTATCATG
301 CCCTGTGTCGGATACAACAGGGATGACCCGGCAATTGGAAATCTTCTCTGGCTTTTCTAT
361 GTCTCGARAGTATGGGATTTTTGGGACACGATCTTCATTGTGTT GGGARAGAAGTGGCGT
421 CAATTGTCATTTCTTCACGTTTACCACCATACCACTATCTTCCTCTTCTACTGGCTCAAC
4831 GCCAATGTCTTCTACGATGGAGACATCTATTTGACCATTGCACTTAACGGATTTATCCAC
541 ACGGTAATGTACACATACTACTTCATCTGTATGCATACCAAGGATAAGAAGACTGGARAAG
601 AGTCTCCCAATCTGGTGGAAGTCTTCCCTCACGTTGCTTCAATTGTTCCAGTTCATCACA
661 ATGATGTCTCAGGGACTCTACTTGATCATTTTCGGATGCGARAGTTTGTCGATCAGGGTG
721 ACGGCCRACATACGTGGTTTATATTCTTTCTCTCTTCTTTTTGTTCGCCCAGTTTTTCGTC

781 GCCTCCTACATGCAGCCCAAGAAGTCCAAGACAGCCTGA
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