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Figure S1: Eleven microhabitats of Boletus edulis in Yunnan Province 

 

Figure S2: The real product of Boletus edulis 
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Figure S3: The UV-Vis fingerprints of mushroom chloroform extract from other ten geographical 
origins 

 

Figure S4: The FT-MIR fingerprints of the mushroom samples from other ten geographical 
origins 



 

3 

 

Figure S5: Score plots of the GS-SVM model of mushroom cap 

 

Figure S6: Score plots of the GS-SVM model of mushroom stipe 


