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In the original version of our article [1], insufficient acknowledgement was given for the source of 
some of the DNA samples used. We apologize for the original error. To correct this oversight, Yvonne 
Willi has been added as an author, a recent paper by Willi, Y. et al. (2010) has been added, the 
acknowledgements have been altered to more appropriately recognize support and funding, and the 
sources of samples collected have been corrected in Table 1. 

The corrected author list, acknowledgements, references and Table are provided below: 
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Table 1. Sampled populations of Arabidopsis lyrata, geographic co-ordinates, date 
collected, collector and trnF haplotypes. Haplotype assignments are based on the P-TR 
assignment method and the full sequence haplotype method. º Data taken from Foxe  
et al. [21]. * New populations described in this paper and collected by Yvonne Willi [22]. 

 

Population name Abbreviation Latitude Longitude
Number of 
Individuals Date collected Collector

Herbarium 
(inc. Date)

Full sequence 
haplotype 1 
(Number)

Full sequence 
haplotype 2 
(Number)

P-TR 
haplotype 
(Number)

Point Pelee º PTP 41.93 -82.51 8 2003 BM - L1 - 1
Iona Marsh* IOM 41.30 -73.98 8 2007 YW - L4 - 1

Pictured Rocks º PIR 46.67 -86.02 8 2007 YW - L1 - 1
Presque Isle º PRI 42.17 -80.07 8 2007 YW - L4 - 1
Long Point º LPT 42.58 -80.39 8 2007 BM, AT, PH - L1 - 1

Indiana Dunes º IND 41.62 -87.21 8 2007 BM, AT, PH - L1 (4) L2 (4) 1
Rondeau º RON 42.26 -81.85 8 2007 BM, AT, PH - L1 - 1

Sleeping Bear dunes º SBD 44.94 -85.87 8 2007 BM, AT, PH - S3 - 1
North Carolina, Mayodan º NCM 36.41 -79.97 8 2007 DM - S2 - 1

Tobermoray Alvar º TSSA 45.19 -81.59 8 2007 BM, AT, PH - S1 (4) L1 (4) 1
Lake Superior Park º LSP 47.57 -84.97 8 2003 BM - S1 - 1

Tobermory Cliff º TC 45.25 -81.52 8 2004 BM - S1 - 1
Old Woma Bay º OWB 47.79 -84.90 8 2003 BM - S1 - 1

Pic River º PIC 48.60 -86.30 8 2003 BM - S1 - 1
Pukaskwa National Park º PUK 48.40 -86.19 8 2003 BM - S1 - 1

Manitoulin Island º MAN 45.67 -82.26 8 2003 BM - L2 - 1
Tobermoray SS º TSS 45.19 -81.58 8 2007 BM, AT, PH - S1 - 1

Pinery º PIN 43.27 -81.83 8 2007 BM, AT, PH - L1 - 1
Beaver Island* BEI 45.76 -85.51 8 2007 YW - S1 - 1

Headland Dunes º HDC 41.76 -81.29 8 2007 BM, AT, PH - L4 - 1
Kitty Todd º KTT 41.62 -83.79 8 2007 BM, AT, PH - L3 - 11

Port Cresent º PCR 44.00 -83.07 8 2007 BM, AT, PH - L2 - 1
Wasaga Beach º WAS 44.52 -80.01 8 2003 BM - L4 (6) L1 (2) 1

Whitefish Dunes º WFD 44.92 -87.19 8 2007 BM, AT, PH - L4 (4) S3 (4) 1
Indian Ladder* INL 42.66 -74.02 6 2007 YW - S4 - 1
Dover Plains* DOP 41.74 -73.58 6 2007 YW - S1 (4) S4 (2) 1

Fort Montgomery* FOM 41.33 -73.99 6 2007 YW - L4 - 1
Illinois Beach* ILB 42.42 -87.81 6 2007 YW - L2 - 1

Apostle Islands* API 46.94 -90.74 6 2007 YW - L2 - 1
Bete Grise Bay* BGB 47.39 -87.96 6 2007 YW - L1 (4) L4 (2) 1

Isle Royal* ISR 48.00 -88.83 6 2007 YW - S1 - 1
Ludington* LUD 43.96 -86.45 6 2007 YW - L4 - 1
Saugatuck* SAU 42.68 -86.18 6 2007 YW - L2 - 1

Friedensville* FDV 40.55 -75.41 6 2007 YW - L4 - 1
Fillmore Co. MN H-FIL 43.67 -92.10 3 - - 1977/1941 L6 (2) L9 (1) 1
Houston Co. MN H-HOU 43.67 -92.24 2 - - 1942/1962 L6 (1) L8 (1) 1(1) 12(1)
Wabasha Co. MN H-WAB 44.28 -91.77 1 - - 1997 L6 - 1
Winona Co. MN H-WIN 43.97 -91.77 1 - - 1992 L7 - 1

Trempealeau Co. WI H-TRE 44.32 -91.35 2 - - NR L2 (1) L7 (1) 1
Eau Claire, WI H-EAU 44.82 -91.50 2 - - NR L6 - 1

Marquette Co. WI H-MAR 43.82 -89.40 1 - - NR L6 - 1
Richland Co. WI H-RIC 43.38 -90.43 1 - - NR L6 - 1

Sauk Co. WI H-SAU 43.45 -89.95 1 - - NR L6 - 1
Waushara Co. WI H-WAU 44.12 -89.29 1 - - NR L6 - 1

Cass Co. MN H-CAS 46.92 -94.28 6 - - 1992/1997 L6 (5) L5 (1) 1(5) 12(1)
Goodhue Co. MN H-GOH 44.42 -92.72 2 - - 1987/1940 L6 - 1

Crow wing Co. MN H-CRO 46.47 -94.08 1 - - 1936 L6 - 1
Anoka Co. MN H-ANK 45.25 -93.25 1 - - 1960 L6 - 1

Hennepin Co. MN H-HEN 43.08 -92.24 1 - - 1922 L6 - 1
Sheboygan Co. WI H-SHE 43.73 -87.93 1 - - NR L5 - 12
Wadena Co. MN H-WAA 46.58 -94.97 1 - - 1992 L5 - 12
Oconto Co. Wi H-OCO 45.00 -88.18 3 - - NR L2 - 1

Washington Co. MN H-WAH 45.03 -92.92 1 - - 1961 L2 - 1
Morrison CO. MN H-MOR 46.02 -94.30 1 - - 1990 L2 - 1

Cook Co. MN H-COK 47.92 -90.55 1 - - 1980 L2 - 1
Milwaukee Co. WI H-MIL 43.00 -87.97 1 - - NR L1 - 1  
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