CPWRKY6N THPN. .. S. L QVTEI E 58
CPWRKY1ON D TFPN. . . S. L QITEI s 58
CPWRKY 13N TFPN. .. S. L QITEI s 58
CPWRKY14N - THPS. .. S. L KI AEI E 57
CpWRKY20N  E THPT. .. T. H KI TDI P 58
CpWRKY26N D THPT. .. S. L QITEI K 58
CpWRKY3N  E THPN. . . S. N. HITEI T 58
CPWRKY3SN b THPN. . . S. H QI VDI T 58
CpWRKY3ON D TYPN. .. S. L HITEI E 58
CpWRKYSSN D THPN. . . S.H Q1 TDI T 58
CpWRKYSeN  E THPN. . . S.H HITEI T 58
CpWRKY6SN  E THPN. . . S. L QITEIL A 58
CPWRKY69N - TYSE. D. H. SGHRTET Q 57
CPWRKY76N THPN. . . S.L.DGQITEI A 58
CPWRKY6C D TTSG. A. STDPKAVI T K 57
CPWRKY10C D TNPG. . . A. SHDLRAVI T K 57
CpWRKY13C - TSLG. . . A. ANDMRAVI T K 56
CPWRKY 14C - TGLK. . . A. SE DSFI T K 55
CpWRKY20C SSPG. . . A. SHDPKVVLT H 57
CpWRKY26C ~ DDGYWWRKYGQKV. ... .. ... ... TYAG. . . A. SHDLKAVIT K 45
CpWRKY37C TNPG. . . A. SHDLKSVI T K 57
CpWRKY38C 3 TNVG. . . A. SHDPKAVI T K 57
CpWRKY30C ~ DDGYRWRKYGQKTVKGNPYPRA. . .. ... 2
CPWRKYSSC - -« oo oo e TNVG. . . H A. SHDPKAVI TTYEGK 36
CPWRKYS6C D TNPG. . . H A. SHDLKSVI TTYEGK 57
CPWRKY68C TSAG. . . H A. SHDLKCVI TTYEGK 57
CPWRKY69C . TSAG. . . H A. VENPYAVI L KGV 56
CPWRKY76C TSAG. . . H A. SHDLKCVI TTYEGK 57
CPWRKYS . SSAPN. . K S.LE TILVATYEGE 59
CPWRKY12 . SFAPT. . K S. VEDQSILVATYEGE 59
CpWRKY16 . SFAPT. . K S. VEDQSVLVATYEGE 59
CPWRKY29 . SSAPN. . K S. LEDPAI LVATYEGE 59
COWRKY32 . SFAPS. . K S. VQDSSYLVATYEGE 59
CpWRKY33 SVEG. . . R D. KYVI TEYEGV 59
CPWRKY4S SNPR. . . Q s. DTFVI TYEGL 59
CPWRKY71 SSSG. . . R D. SSYVI TEYEGI 59
CPWRKY1 TVAPG. . Q c. SILITEYEGT 60
COWRKY44 . TMAVG. . Q c. TILITEYEGN 59
CPWRKYSS . TMAAG. . Q c. KTILITEYEGN 59
CPWRKYT3 . TMAVG. . Q c. TILITEYEGN 59
COWRKYT4 N 1A TGSPT. . Q c. SILITEYEGN 60
CPWRKY3 D AV THHT. . . Q H. TIVVTTYEGI 59
CPWRKY1S D AV THQG. . . Q L. EGVVVTEYEGM 59
CPWRKY17 D AV THQG. . . Q L. GVVVTIYEGI 59
CPWRKY1§ D AV TTVG. . . R L. HSTVVTEYEGK 59
CPWRKY19 D vV THNN. . . R L. RMVI TTYEGR 59
CPWRKY22 E AV TSQK. . . R S. SLVI TTYEGQ 59
CPWRKY3 1 E AV TNSK. . . R S. TVVI TTYEGQ 59
CPWRKY34 D AV TTSQ. .. R S. ST VI TTYEGQ 59
CPWRK Y41 E AV TTQK. . . R S. S1VITTYEGQ 59
CPWRKY42 D vV TEEN. . . R L. RMVI TTYEGR 59
CPWRKY4T E AV TNSK. . . R s. SVVI TEYEGQ 59
CPWRKY4S D AV TTAG. . . R s. SVVVTTYEGQ 59
CPWRKYS0 E AV TSVA. .. R Y. ST VVTTYEGQ 59
CPWRKY60 E AV TSQK. . . R s, SVVI TTYEGQ 59
CPWRKY61 D Vv TQDH. . . R L. RMVI TTYEGR 59
CPWRKY63 E AV TSQN. . . R s. CEVVTTYEGK 59
CPWRKY64 D AV TTAG. R S. SVVVTTYEGQ 59
CPWRKY6S E AV TSVA. .. R c. ST VITTYEGQ 59
CPWRKY7 . PI SSLRG H A TMLI VEYEND 59
CPWRKY9 . PI SSMRG. . H D. AMLI VT YEGE 59
CpWRKY?23 . PI SAVKG K A AMLVVTYDGD 59
CpWRKY?24 . PI SSMRG. . H C. SMLI VEYEGE 59
CPWRKY27 . PI SSLRG. . H A. SMLI VIYEGD 59
CPWRKY?28 . PI SSLRG. . H A TMLI VI YEND 59
CPWRKY30 . P1 STMRG. . H N. AMLI 1 EGE 59
CPWRKY43 . PI SSVRG. . H A. AMLVVTYEGE 59
CPWRKYST . Pl SSMRG. . H C. SMLI VIYEGE 59
CPWRKY62 . P1 SSLRG. . H A TMLI VT YEGD 59
CpWRKY66 . P1 SSMRG. . H C. SMLI VIYEGE 59
CpWRKY70 . PI STVKG. . K V. TMLLVTYDGD 59
CpWRKY72 . ALKG. . . .. SSMRG. . H A AlLLVVIYEGE 54
CPWRKY4 . PI SSSKG. . Q S. DVFI VIYTAE E 59
CPWRKY11 .. FWS P1 STTKG. . Q C. SMFI11 TST G 58
CPWRKY2! . DS WA P SSSKG. . Q s. TKLVITYSFD L 59
CPWRKY2S . WA P1 SSSKG. . Q S. ETFI VIYTGD R 59
CpWRKY3S . DIl WA P SSSKG. . Q N. GMF1 VIYTAE A 59
CpWRKY40 . P SSSKG. . Q s. NMLVI TYTSE w 59
CpWRKYS1 . DMWA P SSSKG. . Q S. ESFITTYTGE R 59
CpWRKYS4 . DS WG Pl SSSKG. . Q s. GAFVV TIE E 59
CpPWRKYS9 . DS WA P SSSKG. . Q S. RVDPTKLVI FYAFD L 59
CpWRKY7S . DS WA Pl SSSKG. . Q N. RLDPTMLLI TYSCE SG 59
CpWRKY2 Ys DI TFRNTQN Q S. DEDPSVFEI TYRGKHTCSQ 62
CpWRKYS RA Al THKFDQS H I EDNSKI MYEI TYI SDHTCAP 63
CpWRKY36 Ys DI THRNVRG Q . DNDPNIFEVEYRGRHTCNQ 62
CpPWRKY49 . DGFs DI SHRFTLG Q . DNDPTI YEVEYKGTHTCNR 61
CpWRKYS2 FC G1 THRNLQG Q . DHDPNVFEI FYRGTHS CTQ 62
CpWRKYS3 EDGYS DI TFRNTQNECWAT KQ . DEDHSVFEI FYRGKHTCS Q 62
CpPWRKY67 DDGF s DI LGSKF RCSHRFAQGES ATKQ . DNDPSMYEI FYRGKHTCNK 62

Figure S1 Alignment of 76 CpWRKY WRKY domain sequences.

For Group I WRKY proteins, N-terminal and C-terminal WRKY domains are represented by ‘N’ and ‘C’, respectively.
The typical amino acid residues within WRKY domain and zinc-finger motif are in red color.



