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Figure S1:  Expression and
correlation of genes encoding clock,
inflammation and their mutual
regulators in rectal biopsies of
active patients with UC. A.
Expression level. B. Heatmap of
gene expression. C. Correlation of
gene expression between pairs of
genes. The rightest panel is the
absolute difference between the
gene-pair correlation of controls
and UC patients. Data are means *
SE. Asterisks denote significant
differences: * is 0.05>p=>0.01, ** is
0.01>p=>0.001, kil is
0.001>p=>0.0001, **** p<0.0001.



