Supplementary materials

Supplementary Table S1. Primers used in this study

Primer Sequence (5°-3”) Application
TRAF1-ORF-F  ATGGCTTTAGCAGCGCCTGT ORF cloning
TRAF1-ORF-R  TCAAGATGAAGAGTCCACCACACA ORF cloning
TRAF2a-ORF-F  ATGTTTCATTATAGCTCATGCTTT ORF cloning
TRAF2a-ORF-R  TAAAAGGCCAGTGAGGTCAACAATG ORF cloning
TRAF2b-ORF-F  ATGTTTCATTATAGCTCATGCTTTCT ORF cloning
TRAF2b-ORF-R TTAAAGGCCAGTGAGGTCAACA ORF cloning
TRAF3-ORF-F  ATGTCCTTGCCGCACCGT ORF cloning
TRAF3-ORF-R  TCATGGGTCAGGCAGGTCTG ORF cloning
TRAF4a-ORF-F  ATGCCCGGCTACGACTATAAG ORF cloning
TRAF4a-ORF-R TCAAGCCATGATCTTTTGTGG ORF cloning
TRAF4b-ORF-F  ATGCCTGGTTTAGATTACAAGTTTCT ORF cloning
TRAF4b-ORF-R TTAGTTGATTATTCTCTGCACCACAT ORF cloning
TRAF5-ORF-F  ATGGCAGCTGAGGAGAATGAAT ORF cloning
TRAF5-ORF-R  CTACAAATCCTCCAACCCTGTT ORF cloning
TRAF6-ORF-F  ATGGCATCATGTAGTGACATGC ORF cloning
TRAF6-ORF-R TCAGAGAGATGGTTCAGGTCCTC ORF cloning
TRAF7-ORF-F  ATGAGCTCCGGTAAATCGCACT ORF cloning
TRAF7-ORF-R  TTAGCAGGTCCACACCTTCACG ORF cloning
TRAF1-RT-F ATAAACGGAGACGGAGTGGGA qRT-PCR
TRAF1-RT-R GGAACGATACGGACGAGAGGT qRT-PCR
TRAF2a-RT-F ATGGAGGCTTACAACCGC qRT-PCR
TRAF2a-RT-R  CCTCTTCTTGGCAAAGTCCG qRT-PCR
TRAF2b-RT-F GTGGACATCGTTTCTGCGT gqRT-PCR
TRAF2b-RT-R  TGCTGACCCTCGTAATCTTTC qRT-PCR
TRAF3-RT-F AATCATTGTTCGTTTCCATCCAT gqRT-PCR
TRAF3-RT-R ACTCGTGCTCCCTAATTTCCTG qRT-PCR
TRAF4a-RT-F TGCTGCCTGGCGAATACG qRT-PCR
TRAF4a-RT-R  GGCTGCCACTGGGTTTCTG qRT-PCR
TRAF4b-RT-F TATGCTGGGATTCGGCTACC qRT-PCR
TRAF4b-RT-R  GCTTTGATGAAGATGGCGTTG qRT-PCR
TRAF5-RT-F AAACGAAGCAAAGTGAAAGTC qRT-PCR
TRAF5-RT-R CTCAGCATCCAGAACATTACG qRT-PCR
TRAF6-RT-F TTCGGGGTCAGTTGTCGT qRT-PCR
TRAF6-RT-R ATGTTCGGATGGGGGTG qRT-PCR
TRAF7-RT-F TGGTGGTGAATAACATCGCTG qRT-PCR
TRAF7-RT-R GTTTGACGGTGAAAGGGCA qRT-PCR
Ex-TRAFI1-F CCGGAATTCATGGCTTTAGCAGCGCCTGT Plasmid construction
Ex-TRAF1-R CGGGGTACCAGATGAAGAGTCCACCACACACT Plasmid construction

Ex-TRAF2a-F

CCGGAATTCATGTTTCATTATAGCTCATGCTTT

Plasmid construction
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CGGGGTACCAAGGCCAGTGAGGTCAACAATG
CCGCTCGAGATGGCACGTCCATCTTTGC
CGGGGTACCAAGTCCTGTGAGATCTACGATCGC
CCGCTCGAGATGTCCTTGCCGCACCGT
CGGGGTACCTGGGTCAGGCAGGTCTGAA
CCGGAATTCATGCCCGGCTACGACTATAAGT
CGGGGTACCAGCCATGATCTTTTGTGGGATC
CCGGAATTCATGCCTGGTTTAGATTACAAGTTT
CGGGGTACCGTTGATTATTCTCTGCACCACATC
CCGCTCGAGATGGCAGCTGAGGAGAATGAA
CGGGGTACCCAAATCCTCCAACCCTGTTGT
CCGGAATTCATGGCATCATGTAGTGACATGCAC
CGGGGTACCGAGAGATGGTTCAGGTTCTCGAGG
CCCAAGCTTATGAGCTCCGGTAAATCGCACT
CGGGGTACCGCAGGTCCACACCTTCACG
TCCCTGTATGCCTCTGGTGGT
AAGCTGTAGCCTCTCTCGGTC
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Plasmid construction
Plasmid construction
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Plasmid construction
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Supplementary Table S2. List of vertebrate species and the accession numbers of their

TRAF amino acid sequences used in this study

No. Species name Gene name Accession no.

1 Homo sapiens TRAF1 NP_005649.1
TRAF2 NP _066961.2
TRAF3 NP _003291.2
TRAF4 NP_004286.2
TRAFS NP _001306136.1
TRAF6 NP_665802.1
TRAF7 NP _115647.2

2 Mus musculus TRAF1 NP_033447.2
TRAF2 NP _001277342.1
TRAF3 NP _035762.2
TRAF4 NP_033449.2
TRAFS NP 035763.2
TRAF6 NP_033450.2
TRAF7 NP _001165584.1

3 Bos taurus TRAF1 NP _001179730.1
TRAF2 XP 002691752.2
TRAF3 NP_001192515.1
TRAF4 NP _001094750.1
TRAFS NP_001098810.1
TRAF6 NP_001029833.1
TRAF7 NP _001019692.1

4 Gallus gallus TRAF1 XP 024997267.1
TRAF2 XP_015135104.1
TRAF3 XP_040557218.1
TRAF4 XP 015151572.3
TRAFS NP_001383019.1

TRAF6

XP_004941605.1
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10

11

Xenopus tropicalis

Pelodiscus sinensis

Danio rerio

Ictalurus punctatus

Oncorhynchus mykiss

Cyprinus carpio

Ctenopharyngodon idella

TRAF7
TRAF1
TRAF2
TRAF3
TRAF4
TRAFS5
TRAF6
TRAF7
TRAF1
TRAF2a
TRAF3
TRAF5
TRAF6
TRAF7
TRAF1
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF4b
TRAF5
TRAF6
TRAF7
TRAF1
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF4b
TRAFS5
TRAF6
TRAF7
TRAF1
TRAF2a
TRAF2b
TRAF3
TRAF4
TRAFS5
TRAF6
TRAF7
TRAF1
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF4b
TRAF5
TRAF6
TRAF7
TRAF1
TRAF2b
TRAF3
TRAF4b
TRAF5
TRAF6
TRAF7

NP_001012546.2
XP_031747100.1
XP_031746911.1
XP_031746743.1
NP_001005074.1
XP_004914139.2
NP_001008162.2
NP_001135502.1
XP_025039277.1
XP_006134818.1
XP_025038847.1
XP_006131156.1
XP_006124531.1
XP_014432120.1
NP_001121853.1
XP_005172003.1
XP_005165557.1
NP_001003513.1
NP_991325.1
NP_997982.1
XP_021325328.1
NP_001038217.1
NP_001073654.1
XP_017322461.1
XP_017307574.1
XP_017315229.1
XP_017332416.1
XP_017346543.2
XP_017348734.1
XP_017333882.1
XP_017313922.1
XP_017312723.1
XP_021461029.1
XP_021462083.2
XP_021458047.1
NP_001118087.1
XP_021438221.1
XP_021413078.1
XP_036837353.1
XP_036829480.1
XP_042585371.1
XP_042579944.1
XP_042580991.1
XP_042598390.1
XP_042595193.1
XP_018953598.1
XP_018933195.1
XP_042584118.1
XP_042578737.1
ABE99697.1
ABE99696.1
AVR54984.1
QDF63034.1
QDF63035.1
AGI51678.1
ULE28382.1
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13

14

15

16

17

18

Salmo salar

Takifugu rubripes

Sparus aurata

Oreochromis niloticus

Paralichthys olivaceus

oryzias latipes

Larimichthys crocea

TRAF1
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAFS5
TRAF6
TRAF7
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF6
TRAF7
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF6
TRAF7
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF5
TRAF6
TRAF7
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAF6
TRAF7
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAFS5
TRAF6
TRAF7
TRAF2a
TRAF2b
TRAF3
TRAF4a
TRAFS5
TRAF6
TRAF7

XP_045562940.1
XP_014026490.1
XP_013990611.1
XP_014048262.1
NP_001167069.1
XP_014026273.1
XP_045564128.1
XP_045571926.1
XP_011617744.1
XP_029693846.1
XP_011618072.1
XP_003968588.1
XP_029702628.1
XP_003964369.1
XP_030273274.1
XP_030292638.1
XP_030299697.1
XP_030259023.1
XP_030270209.1
XP_030263764.1
XP_025752911.1
XP_013123763.1
XP_025756743.1
XP_003440320.1
XP_003452807.3
XP_005455785.1
XP_003446520.1
XP_019949664.1
XP_019937631.1
XP_019962478.1
XP_019944060.1
XP_019955057.1
XP_019967403.1
XP_011477930.1
XP_004074805.1
XP_004084442.1
XP_004075368.1
XP_004065654.2
XP_020567582.1
XP_004071899.1
XP_019119930.1
XP_010736878.2
XP_027130745.1
XP_010747668.1
XP_019128363.1
XP_019128980.2
XP 010741701.1




Supplementary Table S3. List of vertebrate species and the accession numbers of their

TRAF nucleotide sequences used in this study

No. Species name Gene name Accession no.

1 Homo sapiens TRAF1 NM_005658.5
TRAF2 NM 021138.4
TRAF3 NM_003300.4
TRAF4 NM_004295.4
TRAFS NM _001319207.2
TRAF6 NM_ 145803.3
TRAF7 NM_032271.3

2 Gallus gallus TRAF1 XM 025141499.2
TRAF2 XM _015279618.3
TRAF3 XM _040701284.2
TRAF4 XM _015296086.4
TRAFS NM _001396090.1
TRAF6 XM _004941548.5
TRAF7 NM_001012528.3

3 Xenopus tropicalis TRAF1 XM 031891240.1
TRAF2 XM 031891051.1
TRAF3 XM _031890883.1
TRAF4 NM _001005074.1
TRAFS5 XM_004914082.4
TRAF6 NM_001008161.2
TRAF7 NM 001142030.1

4 Danio rerio TRAFI1 NM 001128381.1
TRAF2a XM _005171946.4
TRAF2b XM_005165500.4
TRAF3 NM _001003513.1
TRAF4a NM_205762.1
TRAF4b NM _212817.1
TRAFS XM 021469653.1
TRAF6 NM _001044752.1
TRAF7 NM_001080185.1

5 Ictalurus punctatus TRAF1 XM 017466972.3
TRAF2a XM 017452085.3
TRAF2b XM_017459740.3
TRAF3 XM _017476927.3
TRAF4a XM 017491054.3
TRAF4b XM _017493245.3
TRAFS XM _017478393.3
TRAF6 XM 017458433.3
TRAF7 XM 0174572343

7 Oncorhynchus mykiss TRAF1 XM 021605354.2
TRAF2a XM_021606408.2
TRAF2b XM _021602372.2
TRAF3 NM_001124615.1
TRAFS XM _021557403.2
TRAF6 XM 036981458.1

TRAF7 XM 036973585.1




Supplementary Figure S1. Nucleotide and deduced amino acid sequences of open
reading frames of Pf TRAFs. (A) Pf TRAF1, (B) Pf TRAF2a, (C) Pf TRAF2b, (D)
Pf TRAF3, (E) Pf TRAF4a, (F) Pf TRAF4b, (G) Pf TRAFS5, (H) Pf TRAF6, and (I)
Pf TRAF7. The start and stop codons are marked in bold. The N-glycosylation sites are
marked in black circles. The RING finger domain is indicated by the black box, the zf-TRAF
domain by the middle bracket, the TRAF-BIRC3-bd domain by the double arrow, the
coiled-coil domain by the underline, and the WD40 domain by the curly bracket. The letters

e, ¢, t, and h denote extended strand, random coil, B-turn, and a-helix, respectively.
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ATGTTTCATTATAGCTCATGCTTTCTTTCATCCCAATGCACTCAGCTCEGTTTCATTTCCCEGCTCAGETCACATECTCECTCGGGAATA
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ATGGCACGTCCATCTTTGCCTTCTTCGAT GG ACTCAACG TTACCAGG TATATCCCGGCAGG TCCTETCCR TG TCCATGRAACTTARATAT
M A RPSLPS EEMNMDSTLPGISSEREAQVYVLSEV SMETLEY
€5 iCEE SCLEGE SoE G Sl Bm iohie e vet oy b bk dc icEuc e der tenoeioe de scue Hhode h

CAGTGTCAAAAGTGCAAGGACGTTCTGAGGAAACCTTTCCAGGCGCAGTGTGRACATCGTTTCTGCGTGTTCTG TTTTAAACAACTCACC
g€ @ ECEDPVYLREEDPFS AL EEEFCYFEPEGL T
hiche choil ol ke b chl icaE e dhie Biie idhie g e gk oc bl Gl Gl h sl h b

AFCTCTGGCCCAATTCCT TR T AAGC T TR TG TEATCAAGGEATCTT TG AAGAAGAGCTCTCAATGCTCAACTTTTCTGTCGCTTITCCA

[FSEPI1IPCRAC|RDECIFEERLSHLINFESYHF P
oL G e R e e o e e e e e de o b I oshl e al b il e e @ g

CACAAT G A CACG AAG A A A TG ACACTT TGO TG O AAA T COCTAATCACGGCTE TTCCTE G R CAGCAACTCTC AAAGATTACCAG
DN A AR B E I DS L:P A& E BN DG &S5 ¥ 46T L E DI X B
= h h'h hh hh ' h'h h e cececcreit £ ¢ o h:h:hH h:h:K:Hh

GG TCAGCACGAAGG oG AT TG AATTCRAG G TE TCAAG TG TEACGCG TG TCAAG TCATCATCCTTCTCAG TRAGCRAGAGCGGCACAAC
 Q H EGGRCEFEZRVYVYEUCDACOQYTIIULULGSETZRTETERIHTHE
h h h hceccecechoeweecececececochhhhhbhhhbhhHhHhh

GAGAGAGAGTE TG AAGCCCE TAACCT TAAC TG CAAATAC TG CAAAGTTTCCTTCAGC T T TAAAGATATCAAGGCTCATGATGAGATCTET
ERECEAZRNILUNGCETYC CEVYS3ST FSSIFIETDTITEA [H DEIC
el e eiaer oe el vhdleagrtic e ves o ol heveaacs e ch sl i e ies e Dacise e

TTAAAATTCCCAAT G CAAT G CAAAGAT TR TG G TAAAAACAAGATCCCCAGAG AAAAGTTTCAAGAGCATAGCAAATCCTETGCCAAGTCT
L EFPMQCEDCCSGETETETITZPTERETETFGGEEHSET ST CATES
(el R s vl e vl e v ol T (N O O | e (T e e

AAGATGGCCTETCAGTACAGCGAGATAGGCTECAGAGCTCTEGTCGACAACGE AAAGCAGCAGGAGCATCAACAGAGCAGTGTCATCGAG
E M A€ @ ¥ 5B L &€ R & ¥ Vb N & E g & E H] E & 3 8 ¥ .1 E
c e gicwe cwee e lh h-hhhh h-h hh h:-h hh h:hh

CACTTG G CCTCATGCTe G CCATCATCTCE TOR G TG e COC TR ACCCC AAGCAG COG R AGAGTCCCAGGAGCACTCCGETTTCCECCTE
H L R L ML &3 T & 8 %R PRPEARAGE ¥ FIEDNS G FH L
h h h hhh hhhhhhhhhHhoa»h c ¢c h hhhhhhhh©bh

TACCGECGGCCCT R AAGACACGG TTCTTCCAGGCTCCCAGG G TECAT GGG AGACTCC TR CATGCAGCECAAGATGACGGCGCTGRAGAAL
YRGPEDTVLPG S35 QG ASOGDPDSCMOQERTEWMTATLTEN
hhhhhhhhhhhhhhhhhhhhhhhhhHhHhHEBEBEH

ATCGTGTGCG TG TG AACAGAGAGG TG AGCGCACAGCTCTCACGCTCRAAGCTCT TG R ACCACAGCACCCACTCRACCAGGAGAAGATC
I vC Vv L NREVEURTALTIULE ALGERGQHERLUDUGGEZEI
h h h hhhhhhhhhhhhhbhhhhhbhhhhhhhhh»hHh

GAGAACCTATCCAACAAGG TG G TCAGTTCGAGCEGACG TTAACGATGCGAGATC TG CAACT GO AATCOGAACAGAATTTGCRAGAL
B (:) L S NEVEQLERTIULTMMERTDILAOGQLAEZGSETGQNTVLTETE

f5)

h h h hh hhhhhhhhhhhhhbhhhhbhhhbhbhbhHhbhBbh
CTGCAGTTTTETACGTTCGATGGCGTETTCATTTGCAAAATCTCCGATTTCACCCG TCGCAGACAAGATGCTCTGGCTGGACGAGCGCCT
L Q FCTFUDOGYFIWETIU SDTFTTZERTEERUGQDATLSATCGTEATP
h b h hcct teeeeehhhhhb5hhb»hDh5htttcoooce
FOCATGTTCTCGCCAGCAT T CTACTCC AR TAAGTATG R CTATAAGATC TG TTIGAGGCTE TACCTGAACGFAGACGCTTCEGRAAGAAAT
A MF S5 P AFY S S8 K Y GYEMCLERELTYLUNGTDSGS SG RN
e e cccectCcceeccectteceeeeeaece e t & foh e C
ACTCATCTCTCGCTETTCT I TE TG G Te AT CAGAG G CAAATACCACGCTCTACT CAMATCGCCCTTCAG CCAGAAGG TAACTCTGATGCTT
o Bl B PSS i o T L] T IR ] oo, ] I O R PR G A L e R i R B V] B I
c c e e e e e e e e tcccechheecececec cccee e e e
CTAGAC A AT AN LG G AL CACATCAT AT CTTTCAGACCTCACATCAGCTCCACG TCCTTCCAACCACCCATCAGTCAGATCGAAC
LDQNNZEREIHTITIUDAFT ERPDIGSTSGSPFOQERUPIGSGSGEMHN
gies ok, Eoacoey o thier sawie | el g oL oL e sole ohachdoen | o ueh ey e an e
ATAGCCAGCGGCTETCCACTCTTC TG TCCAC TG G CCAAGC TG G CAGG AAAAAGTTCCTATG TCOG TRATCACACGATCTTTATTAAAGCG
I 4 3 ¢ C P LFCZPLAEKEILAGET SSSYVEREDDTTITFTITEA
c ccccceceeeehhbhbhoeccececceeecttceweseeoee
ATCGTAGATCTCACAGGACTTTAA
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ATGTCCTTGCCGCACCE TR TGGACGEGLGGGAGCCECAGATTGCTCTGCAGCAGCAGCAGTCCTTCCTCCCGCAGCGTEGTGGTTTTCAG
M 8§ LPHEREYDGREPAQI ALALJIE Qg s FLPQRDSGEGEQ
b oo in CoHE 0E C 0 EG ICHIE 0 S0 I0E G, 0 R I0E e 6 HEL I0E C 0L FE ICELE 0 EE i

CACCACTTTGTCATGCATCCTEAGCCCAAGTACTCCTE CeAGTACTE TCACATGE TECTE TR TAMACCTCR CCAGACCCAG TG CERACAT
D HF VML HPETPETOC |C E X o M N cLCE PR ot TOECE IRl |
hi eia. & ¢ e i b e e de e hoih th fel B8 08 S B o€ 5 G g g

CECTTCTGCGAAAGCTGCATTATCCAGCTGCTTAG TAAAACGAATCCGG TG TR CCCAGCTGATATGRAGCCATTGTCTCCAGAAAAAATA

|R g B 8 1 I8 LS ETNPE ¥ CP AD |M EPLSPEEIETII
coie i wbh hih hvh'eicici e g8 i of ¢ & g i ¢ g de e hth

TTTCGTGATGTTTGCTGCCATAGAGAGATCATGACACTCAAAGTCTACTGCCECAGCGOLAAAAACGRATC TAAAGAACAAATGAGTTTA
FRDV CCHRETIMTLEYTYT CERESAENGO CIETEHGMSL
£ igs o shshi W hdh thi Sh h h ose @ 6 e -0 ics € € € i © e -2 e b sh ih b

CAGCAGGTTACGGACCATC T CAACATE TR TCAGTACT T TCAGG TG CCE TG TCCET T TE TAAAGAGAACATTATCAGCAAGGACGTGTCT
g 9 ¥ T D H L N M € E XYF E ¥V P |C PLCEEETIMERET DYVYS
h h h' h'h hh¢cooieceeeeaesecocoeoceoeococ hhhh hhhHhh

FAACACT TG AGCCACAAA TG CAAATACCE TEAGACCACCTC T AATTCT G CAAACACARAATCGCCTTAACGGAACTACAGAAACACAAL

[(FHL S EL M YTEETTE R ECREEEM oL TEFLGELE
b bl che dhee sovsenicl e el oy o oo wnl sopge, ense oz Wyl dhe b Thch ecr e

FAAACTGTCTE TCC TG CAT T TCCAGTATCAT G CCCCAATCAT TG TTCG TTTCCATCCATTTTAAGAAGCGAGCTGTCCATTCACCAGCAA
BETVv CPATFPVY SCPNHCSP FPOSESILERSELSGSTIH®GHAZQ
oL @ el ic oo Dot €00 g oo 6 o o2 e hizh G bt b ghoihl h

GATTETCCAAAGGCTCAAGTCACATGCTCCTCCTTTCR TTT TG G C TR CAACTTCAAGG G TTTCAACCAGGAAGTTAGGGAGCGCFAGTCA
D CPEAQVTCSSFRTPFOGCDNTFETGLDNGETYVE E] B E 3
c ccecceceocccececoechhbhececechbhhbhbhhhHhBbhhb5hhhbh

AGCTTTGCCTCAGAACACTTGCRACTCATCATCGCCAGAAGCAATACTCTAGAGGCCAAGGTOGAGGACGTCAAGAGCGAGCTLCTGGAG
5 FASEHLTERELMMAERSGSDNTTLTEAEVYETDVETSTETLTLE
hi ki h h:hih h hhh h:hoh K h-h:h h h:h:hih h:h:h h hh h &

O TACG e e TTCT OO e G T T A CAG T T T TACAG AL Te A G AACAC TACANGCAGATCACAGACAAATATCCACAACTCCAG
R Y A VILPGLS &RLTEVYEERAQYZETEMTERETETYTYTERAGQYVYE
h h h hhhhhhhhhhhhhhhhhhhhhhhhHhHhHh

A AA AT T CCAG CAT G A AN G CTAA TG AG O CACA T T AG AAACT G CT GG A G TE G AGATCCAGCTCAGGCATCTGCGETCATTA
Q EL 5 5 M Q ELMSGSAHSEEVLTLEVYVYEMELTERTDLTERSL
h h hhhhhhhhhhhhhhbhhhhhhhhhhhhh»hHh

AGGTCCATG R GRAGGAAG T GG AAGCTCTCAGGE G TECCE TEEAGAG CATGCACTC TR TR TAGCG TCGCTCRACACTG TCCGAAGCAGT
R S M REEVEALUERCGAVYVESMERSV V ASLDTVERS 3
h h h hhhhhhhhhhhhhhhhbhhhhhhhhbhhecoe

CCAGGTTCCCACACGCTAACCTCATTAGAGACAGAGCTGTCACGGCATGATGAGCTCCTCAGTGTGCATCACATTCGTTTGGCTGACATG
PGS HTULTGSULETELU SEHDETLTLSV VYHDTIUERLATDM
cchhhhbhbhhhhhhhbhhbhhhbhhbhbhhhhhhhh»h»h»hHh

CACCTCAAG TG CAG G TE T G e A ACAG CCAG T T AA TG G AACTCTTAT T TR CAAGATTCR TCACTACAAACCE O CAAGCAAGAAGCE
DLELGVYLETA AST FEFHNGTTLTIINFETIURTDTYET RTEETSGGE A
h h h hhhhbhhhhoecett eeeee hhhhbhhoechhh
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GTGGCTTCTAAAACGTTGTCG T TTACAGCCAGCCCTTCTATACTGG CTATTT TG G CTACAAGATGTE TGCACG TG TTTATCTGAACGET
Mo 8K GTE I8 Y 5ol P R X ¢ YF 6 Y EM CARVYYLNG
h t £t ¢ ¢ 8 & 8 8icc € €& o o R T YO Y T T T I -

GACGGCATGGEGAAGGG CACCCACCTGTCGCTGTTCTT TG Te G TCATG G To G TR AG TATGATGCGCTGCTCCCATGGCCTTTTCGCCAA
D6 MG EGTHLS SULETFVV MRGEYTDALTLUPWPT FTERG
g8 TBE T LG 0 G, Lo del faviie @ Vel e dameget oo e chodln dhe Wy e det oo e orsg b

AMAGTGACACTCATGCTAATGGACCAGGG TCCTGCACG CAAGCACTTGGGCGATGCCTTCAAGCCTCACCCAAACAGCAGCAGCTTCCGG
EV TILMILMTDOGQOGP ARTEUHTLTCGDATFIET PTDPHNSGSSSEFER
h: eiva & Jef el ev g it £ € ¢ e £ooath hive & gl o £oe C oie ¢ g i

CGGCCAACAGRGRAGATCAACATTGCATCRGGCTCTCCGCTCTTTGTCHCCCAGACCG TTCTOGAGAACGGCACCTACATCAAAGATGAC
R PTGEMNTIASTGCPLTEFYVY AQTUVLEUNGTTYTIZETDTD
T s R Y S - O - T - T 1 ] 1+ - B - P

ACCATCTTCATCAAGGTCACAGTGGACACTTCAGACCTGCCTCACCCATGA
T I F L E ¥ I Dy 80 E P DaRE
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ATGCCCa G TACGACTATAAGTTCCTG G AGAAGCCCAAGAGGCECTTTCAG TG TCOGCTG TR CAG TAAAGCCATGAGAGAACCGETGCAL
M PGYDYET FLETETPETERTETFAQ |C PLCGSEEAMERTETPYVAQ
e de ik ooEG Es e e we sor € 6osgt gy b sl se sow g ol zer den e e sl i € C sg e

GTGTCGACCTGCGG CCACAGATTCTRCEACACCTRCCTGCAGGAGTTCCTCAG TGAGG GGG TATTCAAGTE CCOCGAGGACCAGCTCCCC
Y5 T '€ 6 'H RS D T'¢ E QBB L & B & ¥YFE G P KD |Q L P
8 £ oo ol il e coim i h ol Gl Ol Gl thisieie €06 e ot T o it K

CTGGACTACGCTAAGATCTACCCTGACCCCGAGCTGGAGCAGCAGATCCTEGCTCTAGCTATCCRCTRCATCCACAGTGAGGAAGGCTET
L DY AETIYZPTDZPELTEAGQQTITLAL ATIZRTCTIHSTETETEGOC
¢ h heh e ¢iwgwwe hshh o h h:h hhe &8 @ c ¢ g g8 ¢ € g

G CT e G ACC GG CCAC AT AAGCAG TG CAGAG CCATTTCTCTACCTE TG CATTCAATG TEATCCCE TECOCTAACCC CTE CAGCE TCAAG
R WTOG G M EQLOQSsS HPFSTOCATBTNYTI DD P N R C & ¥ K
e W h:h hh hh hh hh heec e ticce adicce e & icce ¢ h

CTGACACGCCRAGACCTGCCCGAGCACCTGCAGCACGACTGCCCCAAG G CAAGG TCAAG TR CGAGTTCTECGGCAGCRAGTTCACCGGC
LTREDULUPEHLGQHDCPETZRIEYIETCETFUCGSSETFT®G
' b h b hioh b h € ciciec ot ico e e it 6 ¢ ichicoe oo h

GAGGCCTTCGAGAATCACCAGG G CATT TR TCCCCAGGAGAG TG TG TAT TG TEAGAACAAGTETGRAGCCAGCATCATCAGGAGACTCCTG
BE A F E N ﬁ][@ ¢ I CPQESVYCENETCSGAERMMETERTLTL
b ahis 2l Een o6 e o s scboie G eEE e Ta e s sowie oo set ot bese fes hovh e

GOCCAGCACACCATGTCTGAGTG TCCCAAACG CACACAGCCATGCAAGTACTGECGG CAAAGAGTTTG TCTACGACACCATCCAGAATCAT
& & H T M & E € P ;E R-T @ P CiE ¥ & 6K :E F* ¥ D T I G :N Hﬂ
h:. b héhhi B & ¢ & ico € € © i ¢ ¢ oo ¢ hilh h B b :h h h

CAGTACCACTGCCCACGTTTCCCAGTCCAGTGCCCEAACCAGTETGETECCCCCAACATCGCCCRTCAAGATCTCGCAACCCATGTAAAG

[Q ¥ H e P 'B:F=B N @ EP NG €& & PNI &RBEDL&THNXE
h o €8 g o 8 e i g e e o g g g e e de e h b sl he ch B il h

CAAAGCT GG e AR TG CTTTAG TG CTC T T T T TAAAG AAGCTG AT CAAGCATCCATC COCAANCCTCCTEATTG G CCCACACCTG
E & 68 A LY LEGPEEEALEGCE IR ECP E L ¥ I &R H] 5
h i h h h h h h h h hhhhhhoecoececececechhbhhhhHhh

GAGGAAACCACCAAGTCCCACTTGACCATGATG TR CAACC TG TAGE TCG TCAGCGGCAAGAGATCRCAGAGCTGCAGCRAGATCTGRAG
EETTIEKSGSHTILTMMNMCNLVYVGEQERQETIAETLTERTERIDILE
h h h hhhhhhhhhhhhhbhhhhhhhhhhhhhHhHh

GAGCTGTCAGTGAG CCATGATG G TeTACTCAT TG AAACTGAACGATTACTCACGCAAGTTGCAGGAGGCCAAAATGCACAGCAACCAT
B LSV 5 HDOGYVYLIWIEULNTUDTYSETETLAG®EA AEMMHSNH
h b h hcct t ceeee hhhhhbhh>bhhhoecoececoeooeooe

GAGTTCTTCAGTCCACCCTTTTACACACACCGCTATGGCTATAAGCTGCAGGCATCCGCTTTCCTCAACGGCAACGGLAGCGGCGAAGEC
EFF S5 PPFYTHERTYOGYETLUGGQASATFL (:) G NG 8 6 E &
Y T S T e O - TR o (e D T SRR S R

TCACATCTCTCCETCTACATCOG TETECTGCCT G R CCAATACGACAACCTICTCGAGTEGCCCTTITCCTACAAGG TCACTTTCTCCATT
Sy ] R S (T I ] AR N - L ) e [ S G L R LA T o TR B r S
c e e e e e e e e cttcecehhhoecececeocececeoeceeee

ATGGACCAGAGTGATCCATCACTCTCCAAACCACAGCACATCACTGAGACGTTCAACCCGRACCCAAACTRCAAGAACTTCCAGAAACCT
Mg 8 P Sk 8 EP @ H & T:E T E &P DP NW E N E @ E P
B ic. e 2t oo c b h - hoh e 8 Bicce ¢ cicie 68 e €65 i

AGTGGCAGCCRCAGCTCACT GG ACGAGAGCGCACTAGG CTTTGECTACCCCAAGTTCG TCTCGCACGAGGAGATCCRCAAGAGGAACTAC
3 ¢ 3 R 8 3 LDESGSALGF FGYPZETFY S HEETITEREETERUNY
C:3Ch, € 0 GG 0D €T 6 M € oC e WGt oo ot @ e e e e bl W oo o6 oo

ATCCRTGACAATGCTATCTTCCTGAAGGCCTCTATTRAGATCCCACAAAAGATCATGGCTTGA
I BEDNATIT FLEWASTETIZPGQETIM A A=*
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ATGCCT oG TTTAGATTACAAGTTTCTGRAGCGACCGAGACGCCECTTTCTG TG TCCTTTG TG CAG TAAACCCATCAGGGAACCTETCCAG
M P GLDYETFLETERPERETERTETFL |C PLCSEEPMETETPYVAQ
e ek omoser e hosh Ml sooe e s e hosl se oige oeoEE doE o B NG EH GG dat e

GTGTCCACCTECGGACACAGGTTCTETRACACCTGTCTGCAGGAGTTTCTCAG TGCCGGCATATTCAAGTCCCCAGAAGATCAGATGCCT
¥ 8 TG 6 BB by OB L a B R L SE &G LF BOE R R Dl Q M P
G I i i B o O T T R VA L O R B R O

CT A TAC G CTAAAATTTTCCCAGATCE TCCAC T TG CAGCAG CAGAT TCTE GCTC TG CCCATCOGCTE CATTCACAC TCAGGAAGETTGC
DY &K T F-P'DN¥E.LEWYQQILALP'ERETILINHIEEEC
c cch hheccechhhhHhhhhheeeoeececeeotteooco

CGCTe G T ARG ACAGAATAA A CAACTACAGG TCCATCTCTCAGTATE TACCTATAACG TGGTGCOGTE TCCAAACCACTECATGATGAAA
R WSS GQNEQLOGQY [H L3 v CTYHNVYVYPCPHNTERTCIMLME
c h hhhhhbhbhhhhbBbhbHhtcocococecoeeoecececoeoceccecocechdh

CTGTTGCGCCETGATCTTCCTCAGCACCTGCAGCATCACTECACCAAGAGAAAGCTGCGCTG TGACCACTGCGCTGATGAGTTCACAGGG
LLEERDILPGQHLGGHDC CTUETZRTETLUZERCDHTCATDETFEFTG®G
i bk e h ch i ‘e cdc e ¢ G ioide. B et b g e ik e s

GAAGCACATGAGAGACACCAGGACATETATCCAGAGGAGAGTCTCTACTG TCGAGAATAAGTGTGRGGCTCE TATGG TGCGCAGGTTGCTG
E A HEER ﬂ]fp D MYPEESYVYCEDNETCTSGAERMTYZERTETLL
e she hoch by 65 e o se cevie e sen e e | veoser e ookl g e b e che hoch il b

A CAG CACAGCE T IO AAT G T TAAA G CAA AT TOC T e CAAATAC TG CAGCAAGCAGTTCCTC TACGACACCATTCAGAATCAT
T @ H-&8 ¥ 8 B € B E RZKE L & €C:Ek X € 3 K B B L X Ik T T o =N H]
h: the hoih-7hi e’ h. ¢ & i € € © & ¢ ¢ & o ¢ ¢ oo hib th i b sh ih

CAGAGCCAGTETCCACG G TCCCAGTGCAG TG TCCTAACAGCTE TG CACACCCG G CATCACCCGAGAGGATTTAACCATTCATGTTAAG

[p 5 Q CPERYPVQCPNSCGETPOGEITIREREDLTTIHTYE
g g e s e e g e o e el h bilk e h hoihh

GAGAGCTGTGGEGACCTCCATGGTGCTCTG TCCCTTTAAGGACGCCGGCTGCAGATACAGATGCTCCAAGCCTGCAGTGTCCCTTCACCTG
BE S C6TS3 MVLCPTPFETDAGC CRTYZRTCSETPAYVSISL HIL
bt oog YCieloy e aEhaEh el € e e e & BT o Eape e e & U IR b=l shith

FATGAGGCCGCTCACTCTCACCTE TCTTTACTCAGCAGCCTTC TTTCTAGG CAGAGACTCCAGCTECAAAAGCTEAGGCETCGTCTCGAR
DEAAHSHLSILLSSLVSEQRLELGAGQETLTERTERTEVE
h h hhhhhhhhhhhhhhhhhhhhhhhhhh»hHh

FAACTT IO G AACCCAAGACG G RACTTTACT T TG CAAAATCCCAAACTACAGCOG TCACCTACAAGAAACCAGAAATTECTCGAATGGA
E L 3 6 T QD G T L L EEERLREN N s T R (:) G
h bh h hceccecee e e e hhh hhhbhhhhbhbhhoeceocoeooeooeo

ACGTCGGAGCTCTTCAGCCCCGTTTTCTACTCTCAT G CTACGGATACCG TCTCCAAG TG TCCG TCTTTCCGAACGGGAACGGCAGCGGT
T 3 ELFS3PYF Y3 HERETYGYZRILGYS3IVFPNGEG (:) G 3 G
€ o8 B8 oL L,.f C.e € € 6.e 6 0ds BL8 8 e el e . B e TE B0 T

GAAGGAACATACCTCTCOGTCTATATCAGAGTGCTCCCGGGGGEAGTACGACGGCCTATTGRAGTGGCCGTTCCCTCACCGCGTCACCTTIC
EG¢GTVYLS3 VY IERVYLPCGETYDOGILTILEWPTFTPHEVYTTF
¢ i @ e mE e e h g aie ewhh @ icie € g g 8 e e

TCGCTGCTGGACCAGAGCGACCCAGTACTETCCAAACCTCAACACGTCACCGEGAGCTTCAGCCCAGATCCCAACTCLAAGAACTTCCAG
S L. L Db @5 P ¥ L S EPQGH Y TGS FEFS P DPENWNEE:NEDQ
@@ e ¢ e € B €6 h e 8@ 8 e ticie €86 et 66

AGACCT G ACCTG G AGCAAT GG EAG G TACG TACCAG CCTTT TG CACCAGAG TATGCTGECATTCECCTACCCCAAGTTTATCTCGCALC
R PRPGAIOGS YV RTOSUILILUDET SMLTGTPFTGTYUPUETFTIS5H
Ecie ¢ Bicoe c e ¢ B cBEe citite ot 58 8t h

CAGCAGATC A CAAAG AT AC AT CAG A ACAA G CCATCTTCAT CAAAGCTTCTG TAGATCTCE TCCAGAGAATAATCAACTAA
E Q@ M E QFRNTYTIZ RRDUNATITFTIZEA ASVYDVY VYV QERITIUN=*
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ATEGCAGC TG AGGAGAATGAATGCTTEARCCTCCAGCTCTCAAAACAGAGCTCTGATCCTE TCAGGTCE TR GEAGTTGGAGTCTETCCTIG
M 1 4 EENECLSLOQLSGSEOGQSSDPVERESWETLESYVL
h bh h h hecececehoeeecececeeoceececochh hhbhh hhbhbh

GCCAATCGCACACTCAGTTT TG TG TCCCRGCTTRAGGAGCGCTACATG TG CCCGGCCTE TRE TGACGCCATTCTTAACCCCCACCAGACG
4R TL 8§ FYSRLEEBE YU PFACEFAILNE ESGT)
hi h: hoik ch: B h b hh: h h h b h ¢ ic ¢ ¢ ¢ 8:8.81e ¢ ¢.¢c.kc

GGECTETGGCCACATCTTCTG TG CCAAG TG CATTAGAACGTTTATTGAGAGCCGCGACACATCCAMATE TCCCTTAGATGGCATTTTGATC

| @ C 6 HI FCAEKEUCIZRTT FTIESZEDTS SESET CTPLTD |G I L I
cocic e e c hhhhhhhhoeicooceciwcoccecoeicococe: ke

AAGTCTGAGGAGG TTTT TCAAGACAACTG TG TAAAAGAGAACTACTAAATCTTGAAGTTTACTG TAGCAACACTCCAGATTGCACACAA
ES EEVFQDNCCETERELTLUNILEYTYTCSNTZPDCTG
e W hchih ies e e o8 i € hih W hih 8 e 6 @8 ici © @ € e € € 5 i

AAAGTGECCTCTGTE TAATTTGCAGAAACACCTAACTCTTTG TCAGTATGAGACCCTECAATGCTCCAACCCCGGCTGECACTGACATCCTE
EVPLCUNILGE [ﬁ LT LG g ¥ T L@ S P &G T D I L
h efa ih b W héh b ohoe icoic g ihohoe e oo i o £ &k i 2.k il h

TTACGCAAGAATG TACCAGACCACCAGCRAAACCTETE TCAGTTTCR CACAGAGTICTE TCACTATTCCACAAAGCCATACCCTATTACC
L RENY PDHQRNLTCOQFRTETFCHTYTCTETZPYZ?PTIT
hetshie Choch She e il phithy cenae et plionse son e o ser sog o renseh e e e

CAGCT CCAG G ACCAT G AACACATE TCAT G T AAG CAGACGE TTCAGTE TCCCAATAAC TG CTCTCAGATC G TTAAGAGGCATAAGCTC
¢ LQDH[EGMS CPEADVGCP NNCSQU¥V¥EIERHEL
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A G ACATATAGATGAG T T CAG AL T G AGACAGAC TG TATTTATAAG CAATATGGC TR CACAG TCCRAGATARACGAAGCARAGTG
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Supplementary Figure S2. Comparison of the gene organization of TRAFs genes in fish
and tetrapods. Exon-intron structure of TRAFs from seven different vertebrate species:
Homo sapiens, Gallus gallus, Xenopus tropicalis, Oncorhynchus mykiss, Danio rerio,
Ictalurus punctatus and P. fulvidraco. The black boxes represent untranslated region, the
white boxes represent exons, and the lines represent introns. The GenBank accession

numbers of the TRAF nucleotide sequences are listed in Supplementary Table S3.



A:TRAF1

191 82 99 162 54 69 426 178 149 219
Pelteobagrus fulvidraco
TRAF1 1066 24356 4036 6767 167 727 4026 2793 1133
191 82 99 162 54 69 426 178 149 219
Ictalurus punctatus I:’
TRAF1 3313 1931 6731 5833 197 608 3076 3124 464

. X 211 85 99 162 60 69 423 178 149 219
Danio rerio

! 241 545 5129 1074 108 1082 5138 3917 4401

157 85 99 162 60 69 474 184 149 219
Oncorhynchus mykiss
TRAF1 235 3602 1911 1039 136 126 1745 280 247
206 82 99 162 72 63 20 178 149 219
Xenopus tropicali
TRAF1 1037 1153 3497 414 185 216 1338 998 3325

23 222 8 9 162 72 66 438 178 149 216

Gallus gallus m/ﬂm\/\ﬂm D‘{;[I

TRAF1 0400 531 1651 975 1463 276 265 367 575

141 88 66 411 178 149 219
Homo sapiens

TRAF1 2144 9405 1815 497 1958 3992
B:TRAF2a & TRAF2b
281 79 99 162 75 75 522 178 149 219
Pelteobagrus fulvidraco
TRAF2a 398 1936 2524 127 96 397 1312 83 1347
188 79 99 162 75 75 522 178 149 219
Ictalurus punctatus
TRAF2a 397 2370 1353 118 123 1140 334 143 579

188 79 99 162 75 75 504 178 149 219
Danio rerio
TRAF2a 314 1391 1889 283 108 2323 245 471 2176
188 79 99 162 75 75 507 178 149 219
Oncorhynchus mykiss
TRAF2a 445 2885 809 118 2856 160 2037 192 486
197 79 99 162 75 75 351 178 149 219
Xenopus tropicalis
TRAF2 928 267 4950 79 1109 646 83 87 1013
29 181 79 99 162 75 75 360 178 149
Gallus gallus
TRAF2 447 429 378 6534 2132 787 711 770 1552 549
188 79 99 162 75 75 282 178 149 219
Homo sapiens
TRAF2 666 750 7550 1680 6547 3619 523 2637 1683
182 79 99 162 75 75 336 178 149 219

Pelteobagrus fulvidraco
TRAF2b 934 210 2709 378 297 696 1659 865 736
212 79 99 162 75 75 342 178 149 219
Ictalurus punctatus
TRAF2b 951 201 3638 344 312 886 1843 639 1679

21 79 99 162 75 75 342 178 149 219
Danio rerio
TRAF2b 6875 267 5087 339 2199 3873 4254 1545 675
188 79 99 162 75 75 237 304 149 219
Oncorhynchus mykiss
TRAF2b 1150 307 1746 126 4610 1245 295 161 146



C:TRAF3

215 52 105 159 81 75 93 141 178
Pelteobagrus fulvidraco E

TRAF3 24 111 116 423 151 149 265 660 413
215 52 105 159 81 75 93 141 178
Ictalurus punctatus
TRAF3 1832 99 318 407 156 895 1099 286 327

257 52 105 165 81 75 93 141 184
Danio rerio

TRAF3 2799 99 186 425 128 2088 187 2066 1554

230 52 105 168 81 75 93 141 169
Xenopus tropicalis

TRAF3 1442 46615699 1832 2817 2715 3085 8428 714

242 52 105 168 81 75 93 141 175

Gallus gallus I]/\ﬂ‘/‘ﬂ

TRAF3 2655 2159 82 3866 2770 1818 4515 4120 1163

245 52 105 168 81 75 93 141 175

Homo sapiens I:l\/‘

TRAF3 1472 3655 630 9644 3201 1691 5844 5854 1784
D:TRAF4a & TRAF4b
143 52 105 162 162 136 633
Pelteobagrus fulvidraco
TRAF4a 21324 4020 691 470 821 1768
143 52 105 162 162 136 633
st uncans ||/ U
TRAF4a 21558 4471 297 1437 1143 1201

143 52 105 162 162 136 375 25
Danio rerio

TRAF4a 52005 9221 528 4815 2077 1980 2061
143 52 105 162 162 156 633
e oscac N0 A0
TRAF4 21486 1102 362 255 296 2110
143 52 105 162 162 156 633
caesae AT
TRAF4 1473 217 187 318 74 335
143 52 105 162 162 136 633
rone sz 0000
TRAF4 1473 217 187 318 74 335
143 52 105 162 162 156 657
Pelteobagrus fulvidraco
TRAF4b 3996 127 899 1031 111 84
143 52 105 162 162 1356 657
Ictalurus punctatus
TRAF4b 5627 1473 1765 1116 190 301
143 52 105 162 162 156 657

oo o AL T/

TRAF4b 6128 3147 1688 3953 563 1596




24 58 102 165 78 75 93 120 172 566
Pelteobagrus fulvidraco
TRAFS 151 359 165 87 88 88 1383 426 2861
24 58 102 165 78 75 93 120 172 566
Ictalurus punctatus I:L/\[L/ﬂ \/\EL/‘ﬂ \/ﬂ
TRAF5 170 818 160 89 88 88 1523 945 1923

206 58 102 165 78 75 93 120 166 566

parorwio I/ VIV /T

TRAFS 899 82 1795 824 2041 2034 4064 317 4064
68 240 64 102 165 78 75 93 141 172 590
Oncorhynchus mykiss I] \/\D
TRAF5 3036 804 300 169 989 818 1206 122 478 352

215 58 102 165 78 75 93 141 160 581
Xenopus tropicalis

TRAF5 902 709 775 415 731 852 1961 171 1007
215 58 102 165 78 75 93 141 169 578
Gallus gallus
TRAFS 1761867 721 315 359 264 417 510 491
) 218 58 102 198 78 75 93 141 169 575
Homo sapiens
TRAFS
953 1900 3411 626 309 4214 3984 1710 658
281 151 159 72 78 876
Pelteobagrus fulvidraco
TRAF6 27 160 1698 93 158
287 151 159 72 78 876
T MYy YV
TRAF6 805 157 2629 100 190
200 151 159 72 78 870
Danio rerio
TRAF6 1935 2803 156 106 4116
314 151 159 72 78 285 597
Oncorhynchus mykiss
TRAF6 2423 112 275 605 289 114
2 151 159 72 78 915
Xenopus tropicalis
TRAF6 1737 1090 881 2503 250
206 151 159 72 78 882
Gallus gallus
TRAF6 4861 595 474 1219 1905
206 151 159 72 78 813

Homo sapiens
TRAF6 2580 1224 2061 2348 1901



G:TRAF7

93 58 92 117 93 34 184 135 112 106 74 49 128 83 40 117 123 120 134 120 15

Pelteobagrus fulvidraco I:| \/‘ﬂ \/‘D/\D/M \/\D \/‘1]
TRAF7 1858 491 509 1034 217 735 150 114 84 109 253 282 231 440 219 226 128 118 105 637

99 29 53 92 117 93 34 184 135 112 106 74 49 128 83 40 117 123 120 132 120 15

Ictalurus punctatus
TRAF7 1275 114 584 1716 1639 285 781 136 120 118 136 289 1247 301 153 116 258 1578 127 97 355

52 8 117 93 34 184 135 218 74 49 128 83 40 117 123 120 132 120 15
pere /Y O
TRAF7 879 4815 139 266 3161 104 106 98 87 867 81 1765 87 1177 2715 108 80 3193

52 02 117 93 34 280 135 96 122 74 49 128 83 40 117 123 120 81
Oncorhynchus mykiss
TRAF7 630 727 564 3011236 1508 4287 1620 477 691 869 3298 513 2084 8973 2477 2565
81 58 S0 117 93 34 184 135 218 74 49 128 83 40 117 123 120 132 120 15
Xenopus tropicali
TRAF7 4408 717 1585 130 266 3161 104 106 98 87 867 81 1765 87 1177 2715 108 80 3193
81 58 92 117 93 34 184 135 218 74 49 128 83 40 117 123 120 132 120 15

catesats PN

TRAF7 502 1106 1761 139 266 3161 104 106 98 7 867 81 1765 87 1177 2715 108 80 3193
S1 5§ 92 117 93 34 184 135 2§ 74 49 128 §3 40 117 123 120 132 120 15

/

Homo sapiens
TRAF7 1878 2141 2446 534 216 586 91 583 82 234 8 203 775 151 83 212 96 85 176



