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Supplementary Figures 

Supplementary Figure S1. Evolution of CD4+ TL and CD8+ TL counts and HIV-1 plasma viral load from the year of 
diagnosis or the first available quantification among viremia controller 1 (VC1). AA: homozygous mutant for the SDF1-
3′A variant. GG: wild homozygous for the SDF1-3′A. 
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Supplementary Figure S2. Evolution of CD4+ TL and CD8+ TL quantification and HIV-1 plasma viral load from the year 
of diagnosis or the first available quantification among viremia controller 2 (VC2). GA: heterozygous for the SDF1-3′A 
variant. GG: wild homozygous for the SDF1-3′A.  
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Supplementary Figure S3. Evolution of CD4+ TL and CD8+ TL quantification and HIV-1 plasma viral load, from the 
year of diagnosis or the first available quantification among viremia non-controllers (NC). AA: homozygous mutant for 
the SDF1-3′A variant. GA: heterozygous for the SDF1-3′A variant; ∆32: presence of the CCR5∆32 variant.  
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Supplementary Figure S3 (cont.). Evolution of CD4+ TL and CD8+ TL quantification and HIV-1 plasma viral load, from 
the year of diagnosis or the first available quantification among viremia non-controllers (NC). AA: homozygous mutant 
for the SDF1-3′A variant. GA: heterozygous for the SDF1-3′A variant; ∆32: presence of the CCR5∆32 variant.  


