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The sequences of STTM 164a. Yellow shades indicate the 48 nt spacer. Green 

shades indicate the STTM 164a sequences. Blue shades and Bold indicate the BsaI and 

Eco31I enzyme digestion sites, respectively. Blue shades indicate the 2 ×35PS and 

T35PS, respectively. 

>STTM 164a 

CTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACG

CACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATT

TCATTTGGAGAGAACACGGGGGACTTTGAGGCAACTGCACGTGCCCCTAT

GCTTCTCCAGTTGTTGTTGTTATGGTCTAATTTAAATATGGTCTAAAGAAGA

AGAATTGCACGTGCCCCTATGCTTCTCCATGTAACTAGCTCTGTCTTCAGTA

CTGGGCCCGAAGACTGACCAGCTCGAATTCCCCGATCGTCAAACATTGCAA

TA AGTA 

 


