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Figure S1. Differential CDK4 (a) and EXT2 (b) mRNA expression among glioblastoma molecular subtypes in the GEPIA2
database. TPM: Transcripts Per Kilobase of exon model per Million mapped reads. * p < 0.05.
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Figure S2. Selection of CNAs. Summary and related examples of the strategies adopted in the selection of the copy number
alterations (CNAs) of interest for the peritumoural brain zone (PBZ), identified by studying the genomic profiles of the
tumour core (TC) biopsies and the related PBZ ones. (a) strategy I; (b) strategy II.



Figure S3. Peritumoral brain zone (PBZ) identification. (a) Pre-operative Magnetic Resonance Imaging (MRI) (T1 with
gadolinium and FLAIR weighted images). In red, the tumour core (TC). In green, the PBZ. The sampling of the PBZ tissue
was performed within the green area according to the intraoperative tumour features. (b) Post-operative MRI (T1 with
gadolinium and FLAIR weighted images). In blue, the surgical cavity. In green the site for PBZ sampling. (c)
Haematoxylin-eosin staining of the PBZ tissue sampled during the surgery is negative for tumour infiltration.



