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Supplementary Figure S1. HERV-K env KO in U937 monocytic cell.

(A) Knockout of HERV-K env gene in HERV-K119 region. Genomic polymerase chain reaction (gPCR) was performed for specific
regions of HERV-K env gene to confirm its KO in U937 monocytic leukemia cells. (B) Expression of HERV-K env gene in HERV-
K env KO U937 cells. The expression of HERV-K env at RNA and protein levels was analyzed using RT-PCR and Western
blotting. (C) Expression of HERV-K119 gag, pro, po/ and rec genes in U937 cells. (D) Expression of sema7a gene at RNA and
protein levels. (E) Cell proliferation rate was significantly increased by over-expressing sema7a gene in U937 cells
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