SSR motifs and chromosomes linear correlation plot
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Figure S1.Linear relationship between all identified SSR motifs and chromosome lengths.
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Figure S2.Linear correlation between identified mono-nucleotide repeats motifs and chromosome

lengths.
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Figure S3.Linear correlation between identified di-nucleotide repeats motifs and chromosome
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Figure S4.Linear correlation between identified tri-nucleotide repeats motifs and chromosome

lengths.
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Figure S5.Linear correlation between identified tetra-nucleotide repeats motifs and chromosome
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Figure S6.Linear correlation between identified penta-nucleotide repeats motifs and chromosome

lengths.
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Figure S7.Linear correlation between identified hexa-nucleotide repeats motifs and chromosome

lengths.
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Figure S8.Linear correlation between identified compound motifs and chromosome lengths.
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Figure S9.Linear correlation between identified compound* motifs and chromosome lengths.



