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Figure S1. Workflow of the procedure used for the molecular modeling studies. 

 

Figure S2. 2D picture of the Ponasterone A interactions within the EcR receptor. 
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Figure S3. 2D picture of the Thiourea interactions within the urease receptor. 

 

 

Figure S4. 2D picture of the CHEMBL3259898 interactions within the HIV integrase receptor. 

 


