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Fig. S1. Functional enrichment analysis of DEGs and rDEGs. (A) Biological process (BP) and
KEGG pathway of DEGs between OVX versus Sham using DAVID enrichment analysis. (B)
Biological process (BP) and KEGG pathway of rDEGs using DAVID enrichment analysis.
rDEGs are genes whose expression in OVX+FGF21 LKO were significantly different from
OVX but recovered back to the sham levels after FGF21 LKO.
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