Table S1. Results of BCA quantification of proteins in liver samples

Serial number Sample name Volumes (pL) Concentration (ug/pL) Overall amount (ug)
1 G-L-1 350 26.13 9145.5

2 G-L-2 350 21.83 7640.5

3 G-L-3 350 25.66 8981.0

4 H-L-1 350 30.07 10524.5

5 H-L-2 350 25.57 8949.5

6 H-L-3 350 28.82 10087.0

Table S2. Results of BCA quantification of proteins in ovary samples

Serial number Sample name Volumes (pL) Concentration (ug/pL) Overall amount (ug)
1 G-0-1 550 8.15 4481.4

2 G-0-2 550 20.88 11484.0

3 G-0-3 550 17.93 9861.5

4 H-O-1 550 15.62 8591.0

5 H-O-2 550 10.156 5582.5

6 H-O-3 550 10.2 5610.0

Table S3. Complete list of pathways of upregulated DEPs enriched in the liver between Groups G and H

Group Protein ID Gene name KEGG pathway Classification
FINB68 TGFB1I1 VEGF signaling pathway Signal transduction
':OAIDSPXQ SQSTM1 Mitophagy - animal Transport and catabolism
4AOA089FGZ / Endocytosis Transport and catabolism
':OAIDSPXQ SQSTM1 Autophagy - animal Transport and catabolism
Q98TF5 RPL39 Ribosome Translation
§0A3Q2U3X LOC101750889 ECM-receptor interaction Signaling molecules and interaction
AOA5H1ZRJ7 COL1A2 ECM-receptor interaction Signaling molecules and interaction
F1INZZ2 LAMAS ECM-receptor interaction Signaling molecules and interaction
ﬁ(:_)AlDSPW COL6A1 ECM-receptor interaction Signaling molecules and interaction
¢ TOAIDSPYU COL1A1 ECM-receptor interaction Signaling molecules and interaction
4AOA089FGZ Cell adhesion molecules Signaling molecules and interaction
F1C6W3 B-LB Cell adhesion molecules Signaling molecules and interaction
093417 CASP3 TNF signaling pathway Signal transduction
ﬁ(;AlDSPW COL6A1 PI3K-Akt signaling pathway Signal transduction
AOA5H1ZR)J7 COL1A2 PI3K-Akt signaling pathway Signal transduction
F1INZZ2 LAMAS PI3K-Akt signaling pathway Signal transduction
?OAIDSPYU COL1A1 PI3K-Akt signaling pathway Signal transduction
093417 CASP3 MAPK signaling pathway Signal transduction

Q90WF1 MAPK signaling pathway

Signal transduction
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Table S4. Complete list of pathways of upregulated DEPs enriched in the ovary between Groups G and H

Group Protein ID Gene Name KEGG pathway Classification
&07A3Q2UP PEX11B Peroxisome Transport and catabolism
QOA3Q2TZN GABARAPL2 Mitophagy - yeast Transport and catabolism
:0A1D5PXV SP1 Mitophagy - animal Transport and catabolism
20A3Q2TZN GABARAPL2 Mitophagy - animal Transport and catabolism

¢ QOA?’QZTZN GABARAPL2 Autophagy - yeast Transport and catabolism
QOA?’QZTZN GABARAPL2 Autophagy - other Transport and catabolism
S‘OA?’O‘ZTZN GABARAPL2 Autophagy - animal Transport and catabolism
E1BR45 TLN2 Rap1 signaling pathway Signal transduction
R4GM98 NME3 MAPK signaling pathway - plant Signal transduction
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Table S5. Complete list of pathways of upregulated DMs enriched in the liver between Groups G and H

Group Metabolite

KEGG pathway

Classification
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Camp
Uridine
Lumichrome
Lysine
Glyceric acid
Palmitic acid
Cis-9-palmitoleic acid

H Palmitic acid
Linolenic acid
Serotonin
3-(2-hydroxyethyl) indole
3-hydroxyanthranilic acid
N-acetyl-5-hydroxytryptamine

Lysine

Melanogenesis Endocrine system

Pyrimidine metabolism Nucleotide metabolism
Riboflavin metabolism Metabolism of cofactors and vitamins
Biotin metabolism Metabolism of cofactors and vitamins
Glycerolipid metabolism Lipid metabolism
Fatty acid elongation Lipid metabolism
Fatty acid biosynthesis Lipid metabolism
Fatty acid biosynthesis Lipid metabolism
alpha-Linolenic acid metabolism Lipid metabolism
Tryptophan metabolism Amino acid metabolism
Tryptophan metabolism Amino acid metabolism
Tryptophan metabolism Amino acid metabolism
Tryptophan metabolism Amino acid metabolism

Aminoacyl-tRNA biosynthesis Translation

Table S6. Complete list of pathways of upregulated DMs enriched in the ovary between Groups G and H

Group Metabolite KEGG pathway Classification
Dl-a-hydroxybutyric acid Propanoate metabolism Carbohydrate metabolism
Glycolate Glyoxylate and dicarboxylate metabolism  Carbohydrate metabolism

G Pyridoxal phosphate Vitamin B6 metabolism Metabolism of cofactors and vitamins
Pyridoxal phosphate Thiamine metabolism Metabolism of cofactors and vitamins
L-pipecolic acid Lysine degradation Amino acid metabolism
1-methyl-I-histidine Histidine metabolism Amino acid metabolism
D-sorbitol ABC transporters Membrane transport
Chenodeoxycholate Primary bile acid biosynthesis Lipid metabolism
;I-Lli)ceohnyadt;o-&deoxy-D- Pentose phosphate pathway Carbohydrate metabolism
él-l?:ohnyato-g-deoxy-l} iF)niZ:Z(s)iversionsand Elucuronate Carbohydrate metabolism

H D-sorbitol Galactose metabolism Carbohydrate metabolism
D-sorbitol Fructose and mannose metabolism Carbohydrate metabolism
3,4-dihydroxymandelic acid  Tyrosine metabolism Amino acid metabolism
1-
aminocyclopropanecarboxyl  Cysteine and methionine metabolism Amino acid metabolism
ic acid

Table S7. Antibody information for western blotting.

Company Protein Pro.tein molecular Source Dilution ratio
weight (kDa)

ZenBio (Chengdu, China) ADH4 37 Rabbit 1:1000

ZenBio (Chengdu, China) FADS1 52 Rabbit 1:1000

ZenBio (Chengdu, China) STS 65 Rabbit 1:1000

ZenBio (Chengdu, China) HMGCS1 57 Rabbit 1:1000
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Figure S1. SDS-PAGE results of protein samples from liver and ovary. (A) results of SDS-PAGE of proteins in
liver samples. (B) results of SDS-PAGE of proteins in ovary samples.
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Figure S2. Identification of DEPs in the liver and ovary between Groups G and H. (A) identification and
guantitative results of proteins and peptides in the liver. (B) protein mass distribution in the liver. The X-axis
was protein mass interval (kDa), and the Y-axis was the number of proteins. (C) protein coverage distribution
in the liver. The X-axis showed the percentage coverage interval, and the Y-axis showed the number of
proteins. (D) identification and quantitative results of proteins and peptides in the ovary. (E) protein mass
distribution in the ovary. (F) protein coverage distribution in the ovary.
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Figure S3. Overlapping spectra of total ion mobility maps of QC samples in positive and negative ion mode.
(A, B) overlaid spectra of total ion mobility plots of QC samples of liver in positive and negative ion mode. (C,
D) overlaid spectra of total ion mobility plots of QC samples of ovary in positive and negative ion mode.
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Figure S4. OPLS-DA score plot in positive and negative ion mode. (A, B) plot of OPLS-DA scores of liver
metabolites in positive and negative ion patterns of Groups G and H. (C, D) plot of OPLS-DA scores of ovary
metabolites in positive and negative ion patterns of Groups G and H.
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