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Figure S2. Top 20 DEGs up- and down-regulated in paired pigs.

Pair1 (#1 and #2) immunized with plasmid DNA without ubiquitin fusion; pair 2 (#5 and #6) immunized with IRP without ubiquitin fusion; pair 3 (#7 and #8）
immunized with plasmid DNA with ubiquitin fusion; pair 4 (#11 and #12) immunized with IRP with ubiquitin fusion. Red: up-regulation; Blue: down-regulation.



Figure S3

Figure S3. Principal component analysis (PCA) 

of transcriptomic data.

Top panel represents the plot from RNA 

sequence data collected on day 28 (D28) and day 

29 (D29) from vaccinated individuals with three 

technological replicates, and the bottom panel 

represents the plot derived from data of group1 

and group 2. The percentages on the axes 

indicate the values explained by each PCA. 

Samples obtained on D28 and D29 from different 

pigs are marked with different shapes and colors. 
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Figure S4. Volcano diagrams 

illustrating DEG expression patterns in 

#1 and #11 pigs.

The expression patterns of 

differentially expressed genes in the

immune system in #1 and #11 pigs

were elucidated. Blue, down-regulated 

genes; red, up-regulated genes; gray, 

genes without significant change. Y-

axis, Padjust value; X-axis, log2FC 

value. DEGs with Padjust <0.05 in 

functional groups annotated by KEGG 

were marked with gene names.
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Figure S5. Volcano diagrams illustrating DEG expression 

patterns in #5, #7 and #8 pigs.

The expression patterns of differentially expressed genes in 

the immune system in #5, #7 and #8 pigs were elucidated as 

described in Figure S3.


