300
250
200
150
100

S = N W bk U g ®© ©
T

L

gene-LOC110702180

R2VSR4

R2VISR5 W2VSW14

B 2-AACT = FPKM

gene-LOC110705433

WZ\iSWS

R2VSR4

R2VSR5 W2VSW14

B 2-AACT = FPKM

gene-LOC110708023

W2VSW5

R2VSR4

RZVJSRS W2VSW1

s 2-AACT = FPKM

120
100



80

60

40

200

150

100

50

50
45
40
35
30
25
20
15
10

gene-LOC110724999

R2VSR4

R2VISR5 W2VSW4

s 2-AACT = FPKM

gene-LOC110725562

R2VSR4

W\Z\iSWS

B 2-AACT = FPKM

gene-LOC110736814

|
W2VSW4 WSws

R2VSR4

R2VSR5 W2VSW1

s 2-AACT = FPKM

W2VSW5

300
250
200
150
100

160
140
120
100



gene-LOC110682517

4 - 10
35 15
3t d10
25 F 15
2 | 4 -10
15 F 4 15
1} 4 20
05 | 4 25
0 -30
R2VSR4 R2VSR5 W2VSW4 W2VSW5
e 2-AACT = FPKM
gene-LOC110685928
30 -~ 30
25 125
20 1 20
15 15
10 10
5 ﬁ 5
0 0
5| R2VSR4 W2VSW4 W2VSW5 | 5
-10 J 10
e 2-AACT = FPKM
gene-LOC110694671
35 - 500
30 |- - 400
25 - 300
20 - 1 200
13 I - 100
5| d10
0 1 -100
5 | R2VSR4 R2VISR5 W2VSW4 W2vsWs | -200
10 L 1 300

s 2-AACT = FPKM

Figure 510. Comparison of RT-qPCR and RNA-Seq results. Histogram: RT-qPCR results. Broken-
line diagram: RNA-Seq data. The ordinate represents the expression level. The abscissa represents

different groups.



