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Figure S1. Evaluation of polar effect in the fliC-associated mutants. Overnight-cultured S.
maltophilia tested was inoculated into fresh LB broth at an initial ODusonm of 0.15 and then further
cultured for 5 h. The fliC2 and fliC3 transcripts of the strains indicated were quantified by qRT-
PCR. Bars represent the mean from three independent experiments. Error bars represent the

standard error (SD) of the mean. Data are expressed as mean + SD.



(A)

—
~

1.0 4

0.8

*
0.6 % *
0.4
0.2
0.0
0 8 12 16

MD concentration (pug/ml)

Relative swimming ability

®) 14
2t
= 121
o
e 101
E 0.8
g
0.6
5
L 044 %
T 0 '
O]
Y
0 10 20 30
DIP concentration (pug/ml)
©)
14

1.2 A

1.0 1
0.8
0.6 1
0.4
0.2
00 0 5 10 15

Ficoll concentration (%)

Relative swimming ability

Figure S2. The impact of MD, DIP, and Ficoll on swimming motility. Five microliters of
overnight-cultured S. maltophilia KJ cells were inoculated into swimming agar without and
with additives of MD (A), DIP (B), and Ficoll (C), and then incubated at 37°C for 48 h.
Swimming zones were recorded. The relative swimming motility was normalized to the
condition of no additive. Data are the means from three independent experiments. Error bars
indicate the standard deviations for three triplicate samples. *, P < 0.05, significance calculated
by Student’s ¢ test.



Table S1 The numbers of flagellin gene in different genogroups of S. maltophilia complex

Strain

Genogroup

No. of flagellin gene
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Table S2. Bacterial strains, plasmids, and primers used in this study

Strain, plasmid, or Genotype or properties Reference
primer
S. maltophilia
KJ A clinical S. maltophilia isolate 1
KJAFLiC1 KJAFLiC2  S. maltophilia K] mutant of fliC1 gene; AfliC1 This study
S. maltophilia K] mutant of fliC2 gene; AfliC2 This study
KJAFliC3 S. maltophilia K] mutant of fliC3 gene; AfliC3 This study
KJAFliC2C3 S. maltophilia K] mutant of fliC2 and fliC3 genes; AfliC2, This study
AfliC3
KJAFliC1C3 S. maltophilia K] mutant of fliC1 and fliC3 genes; AfliC1, This study
AfliC2
KJAFLiC1C2 S. maltophilia K] mutant of fliCI and fliC2 genes; AfliC1, This study
AfliC2
KJAFLiC1C2C3 S. maltophilia K] mutant of fliC1, fliC2, and fliC3 genes; This study
AfliC1, AfliC2, AfliC3
E. coli
DHb5a F- @80d/acZAM15 A(lacZYA-argF)U169 deoR recAl endAl Invitrogen
hsdR17 (rw mx*) phoA supE44 A thi-1 gyrA96 relAl
517-1 Apirt mating strain
Plasmids
pEX18Tc sacB oriT, Tcr 3
PRKXylE Plasmid pRK415 containing a xylE cassette and the 4
orientation of xy/E gene being opposite to the orientation of
lacZ promoter of pRK415; Tcr
PAFIiC1 pEX18Tc with an internal-deletion fliCI gene; Tcr This study
pAFliC2 pEX18Tc with an internal-deletion fliC2 gene; Tcr This study
pAFIiC3 pEX18Tc with an internal-deletion fliC3 gene; Tcr This study
PFliClyyie pRK415 with a Prici-xylE promoter transcriptional fusion; This study
Tcr
PFliC2xyie pRK415 with a Pric2-xylE promoter transcriptional fusion; This study
Ter
pFLiC3xyiE pRK415 with a Prics-xylE promoter transcriptional fusion; This study
Ter
Primers
FliCIN-F 5'- CTGAGCTCGTACCAGCTGCA -3 This study
FliCIN-R 5- GAGGATCCAGCGACATCGTA - 3’ This study
FliC1C-F 5- CCGGATCCAAACCAGCACCA -3’ This study
FliC1C-R 5'- GCTCTAGATACGCTGAGCAT -3’ This study
FliC2C-F 5'- CGTCTAGAAGATCGACGTAT -3’ This study
FliC2C-R 5- TGGCATGCGCATTCAACGAC -3 This study
FliC3C-F 5- AAGCATGCCGCAGAACTGA -3’ This study
FliC3C-R 5- CAAAGCTTGCCATGTGATTCT -3’ This study
FliC3-C 5- CTTGTCGGCGAAGCTCTTG-3’ This study
FliC1Q178-F 5- CAGCGATCAACAACAAGCTG-3’ This study
FliC1Q178-R 5- GTGCTGGTTTCGGTCAGG-3’ This study
FliC2Q163-F 5- TCATATCAACGCCAAGATCG-¥ This study
FliC2Q163-R 5- GGTCACGTCGTCGGTGTAG-¥ This study
SmeXQ-F 5-TACGACCGCCGCAAGCAACC-3’ 4
SmeXQ-R 5’- CAGCTCGAAGTAGTTGCGTGCC-3 4
rDNA-F 5- GACCTTGCGCGATTGAATG -3 4
rDNA-R 5'- CGGATCGTCGCCTTGGT -3’ 4
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