
Figure S3. 

Representative cross-linking scans. 

Ppz1 and Hal3 were crosslinked with BS3 and analyzed by mass spectrometry as described in Materials 
and Methods. 

Identified b-ions are shown as green, y-ions are shown as blue, purple peaks are fragment loss (denoted '*' for
NH3 and 'o' for H2O), and light blue peaks represent internal fragments. Red peaks represent non-identified
peaks. In the sequence lines, red ‘K’ are the cross-linked lysine residues and ‘:’ shows preferred cleavage positions. 
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(PPZ1 YML016C SGDID:S000004478) FKKPIDIDETIQK X (SIS2-HAL3 YKR072C SGDID:S000001780) YTKKIIKSSEK

 

 

 



433 x 210 

1,6001,4001,2001,000800600400200

160,000

150,000
140,000

130,000
120,000
110,000

100,000
90,000

80,000
70,000

60,000
50,000
40,000

30,000
20,000

10,000
0

b(A)3(3)
b(A)2(1) b(A)9(4)

b(A)10(3)

y(A)1[1+]

y(A)4[1+]

y(A)5[1+]

y(A)6[1+]

y(A)14[2+]

y(A)7[1+]
y(A)15[2+]

Prec.

y(A)8[1+]

y(A)9[1+]
y(A)19[5+]

y(A)10[1+]
y(A)11[1+] y(A)13[1+]

y(A)14[1+]

y(A)15[1+

b(B)8(5)

b(B)12(5)

b(B)17(5)

b(B)12(4)

y(B)2[2+]
y(B)10[5+]

y(B)5[2+]
y(B)21[5+] y(B)23[4+]

y(B)21[3+]

y(B)21[3+]

prec. 5842.811
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