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Supplementary Figure S1. Fold change in miR-200c expression in pooled urines from patients with different 

glomerular diseases. Expression is given as fold change compared to control urine. Urines were normalized to 

Cel-miR-9, which was spiked into the urines prior to RNA isolation.  

 

 

 

Supplementary Figure S2. Position and binding site of miR-200c to different 3’UTR regions. 

Position and binding site of miR-200c to ZEB1 (A), ZEB2 (B) and VEGF-A (C).  


