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Abstract: The use of cellular models is a common means to investigate the potency of therapeutics
in pre-clinical drug discovery. However, there is currently no consensus on which model most
accurately replicates key aspects of amyotrophic lateral sclerosis (ALS) and frontotemporal dementia
(FTD) pathology, such as accumulation of insoluble, cytoplasmic transactive response DNA-binding
protein (TDP-43) and the formation of insoluble stress granules. Given this, we characterised two
TDP-43 proteinopathy cellular models that were based on different aetiologies of disease. The first
was a sodium arsenite-induced chronic oxidative stress model and the second expressed a disease-
relevant TDP-43 mutation (TDP-43 M337V). The sodium arsenite model displayed most aspects of
TDP-43, stress granule and ubiquitin pathology seen in human ALS/FTD donor tissue, whereas the
mutant cell line only modelled some aspects. When these two cellular models were exposed to small
molecule chemical probes, different effects were observed across the two models. For example, a
previously disclosed sulfonamide compound decreased cytoplasmic TDP-43 and increased soluble
levels of stress granule marker TIA-1 in the cellular stress model without impacting these levels in the
mutant cell line. This study highlights the challenges of using cellular models in lead development
during drug discovery for ALS and FTD and reinforces the need to perform assessments of novel
therapeutics across a variety of cell lines and aetiological models.

Keywords: frontotemporal dementia; amyotrophic lateral sclerosis; TDP-43; proteinopathy; stress
granules

1. Introduction

Proteinopathy relating to the transactive response DNA-binding protein 43 (TDP-43)
is a pathological hallmark in almost all cases of amyotrophic lateral sclerosis (ALS) [1] and
approximately 50% of frontotemporal dementia (FTD) patients [2]. Postmortem brain tissue
exhibits mislocalisation of TDP-43 from the nucleus to the cytoplasm, where it undergoes
ubiquitination, phosphorylation and forms aggregates [1]. Nuclear depletion of TDP-43
results in an inability of TDP-43 to perform its normal physiological functions such as
facilitating alternative splicing and mRNA transcription [3]. Progression of disease has been
linked to loss-of-function from nuclear clearance of TDP-43 and gain-of-toxicity through
cytotoxic effects, although the mechanisms involved are not well understood.

One pathomechanism proposed to be implicated in TDP-43 proteinopathy is the forma-
tion of stress granules. Stress granules are membraneless cytoplasmic mRNA-protein gran-
ules formed under conditions of cellular stress, such as oxidative stress or heat shock [4,5].
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TDP-43, along with other RNA-binding proteins such as FUS and T-cell intracytoplasmic
antigen (TIA-1) are consolidated into stress granules, where they are believed to facilitate
cell survival via the storage of non-essential RN A-binding proteins during stress expo-
sure [6]. Mutations in the TDP-43 gene are linked to an increased incidence of ALS and
produce a form of TDP-43 with a higher tendency to colocalise with stress granules [7].

In vitro models of acute oxidative stress, such as exposure to the oxidative phospho-
rylation uncoupler sodium arsenite, induce reactive oxygen species and free radicals that
cause a temporary accumulation of TDP-43-positive stress granules. These stress granules
quickly dissipate after removal of the stressor, highlighting their dynamic nature [8]. Under
chronic stress exposure, however, liquid-liquid phase separation occurs and RNA granules
with low complexity domains, such as those containing TDP-43, undergo concentration-
dependent phase transition to hydrogel states [9]. These hydrogels retain their dynamic
properties, but will mature over time with continued stressor exposure to form pathological
inclusions which are insoluble in nature [10]. The application of chronic oxidative stressors
also induces several other features consistent with TDP-43 proteinopathies, such as a loss
of nuclear TDP-43 and accumulation of diffuse TDP-43 in the cytosol [11,12]. In mouse
models of ALS, the reduction of stress granule-associated proteins can rescue degenerative
phenotypes [13]. Given there are no treatment options that reverse pathophysiology in ALS
and FTD, the distinct link between TDP-43 pathology and stress granules in the progression
of ALS and FTD suggest both TDP-43 mistranslocation and stress granules could be suitable
targets for developing disease-modifying treatments [14].

In the typical ALS and FTD drug discovery process, high-throughput screens target-
ing TDP-43 aggregation, cleavage or motor neuron survival have been used as an initial
read-out of activity [15,16]. These screens are often performed on different cellular models
and under different experimental conditions, which may exhibit varied pathological charac-
teristics. For example, HeLa cells treated with the ER stressor thapsigargin (1 mM, 50 min)
showed colocalisation of TDP-43 with stress granules, whereas Neuro2a cells treated with a
higher dose of thapsigargin (5 mM, 4 h) did not exhibit colocalisation [17,18]. Furthermore,
certain stressors used to stimulate stress granule formation may upregulate downstream
proteins, whereas others do not. Hydrogen peroxide is a commonly used stressor in cellular
models and can stimulate stress granule formation in U20S cells (2 mM, 1 h) [19]. In in-
duced pluripotent stem cell (iPSC) models, however, only sodium arsenite and heat shock,
and not hydrogen peroxide (2 mM, 1 h), stimulated stress granule formation. Sodium
arsenite and heat shock both selectively upregulated the phosphorylation of stress granule
proteins such as eukaryotic translation initiation factor 2 (elF2«x) [20]. To date, there is
no consensus in the TDP-43 proteinopathy field about which in vitro assay or TDP-43
model best mimics the disease pathology. This understanding would assist in assessing the
validity of previous models used in the literature and the resultant drugs optimised using
those models. This also raises the question of whether more than one assay is required to
identify lead compounds in high-throughput screens.

Given this, we conducted an in-depth characterisation of two different common
cellular models of ALS and FID. The first was an oxidative stress model using HEK-293
cells overexpressing TDP-43 WT treated with a chronic dose of sodium arsenite. The second
used SH-SY5Y neuroblastoma cells stably expressing a disease-relevant mutant form of
TDP-43 (TDP-43 M337V). We used Western blots to assess whether TDP-43, stress granule
and ubiquitin localisation and solubility in these models mirrored that seen in human ALS
and FTD. The sodium arsenite model recapitulated most aspects of TDP-43, stress granule
and ubiquitin pathology, whereas the mutant model only displayed some aspects. As this
may suggest different aetiologies vary in their pathology, both models were used to test the
ability of two small molecules to correct aberrant changes.
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2. Results and Discussion
2.1. Establishing a TDP-43 WT-Overexpressing HEK-293 Cell Line—An Oxidative Stress Model

HEK-293 cells produce endogenous TDP-43, but in order to induce overexpression
of TDP-43, the Flp-In™ system was used [21]. This recombinase-based system uses a
cytomegalovirus promoter to drive a tetracycline-dependent overexpression of TDP-43 WT
protein.

Once established, cells were exposed to tetracycline (0.5, 1 and 2 pg/mL) for various
time periods (24, 48 h) to determine optimal TDP-43 overexpression levels. Treatment with
2 ug/mL of tetracycline for 48 h was sufficient to induce overexpression of TDP-43 in the
cytoplasm and nucleus, as well as an increase in both soluble and insoluble TDP-43, as
compared to endogenous TDP-43 produced in HEK-293 cells (Figure 1). It was not, however,
sufficient to induce increased stress granule formation, indicated by no change in TIA-1 in
tetracycline-treated HEK-293 cells compared to untreated HEK-293 cells (Figure 2A-D).
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Figure 1. Comparing TDP-43 expression levels in human embryonic kidney (HEK-293) cells stably
transfected with tetracycline (Tet)-inducible WT TDP-43 using Western blots. Cells were treated
with varied concentrations of Tet (ug/mL) for different time periods. (A,B) The Western blot shows
overexpression of TDP-43 in the cytoplasm and nucleus of transfected HEK-293 cells treated with
2 ug/mL of Tet for 48 h. (C,D) The quantified expression of TDP-43 in the cytoplasm and nucleus after
treatment with Tet (2 pg/mL, 48 h) with and without sodium arsenite (SA, 15 uM, 18 h), an oxidative
stressor, to encourage TDP-43 translocation and formation of stress granules. (E,F) RIPA- and urea-
soluble fractions of transfected HEK-293 cells were stained for TDP-43. TDP-43 is normalised to
a-tubulin for the cytoplasmic, RIPA-soluble and urea-soluble fractions and lamin B1 for the nuclear
fraction. Data represent mean £ SD, n > 3, and significant differences between means were examined
with a one-way ANOVA with Tukey’s multiple comparison test. * p < 0.05, ** p < 0.01, *** p < 0.001,

ns: not significant.



Int. |. Mol. Sci. 2022,

, 23,14769

40f18

A B
Tk
15 05
. . § — Tet + §
Tet @ r
g T SA - + g4
SA + g 10 50 kDa__ s
50 kDa— o » — 303
—— sron— :
40 kDa— " . o5 £ 02
e Y o
2 lamin B1 I — S
tubulin  ——— = amin g o1
[] 3
“ 00 % 00
HEK-293 cells  Tet Tet + SA HEK-293 cells  Tet Tet + SA
Cc D
RIPA-soluble TIA-1 Urea-soluble TIA-1 I{ I -1
508
Tet + + §15 Tet - F + g -
SA + 2 SA - - + g 0.6
50 kDa __ g 50kDa__ ]
e ——— g0
40 kDa — '5_ 40 kDa— — s
>
! 205 ! £02
WOUIIN S —t— g tubulin - “ s
E o
0.0 HEK-293 cells Tet Tet + SA
HEK-293 cells Tet Tet + SA
E
c ic Ublquiti c | Nuclear Ubiquiti
Tet - + + ek
RN Fkk
SA oy 520 —
140 kDa— 2 —_— -
115 kKDa__ Fn 515 T 1
3
c
90 kDa __ £10 g
2 2
65 kDa 308 3
2 ;
5
50 kDa £oo -
HEK-293 cells  Tet Tet + SA HEK-293 cells  Tet Tet + SA
WO s e e

T ————

Figure 2. Comparing TIA-1 and ubiquitin expression levels in stably transfected HEK-293 cells. The
expression level of the stress granule marker, TIA-1 in stably transfected HEK-293 cells with and
without tetracycline (Tet, 2 pg/mlL, 48 h) and sodium arsenite (SA, 15 uM, 18 h) was measured using
Western blots. (A,B) The quantified, relative expression levels of TIA-1 in the cytoplasm and nucleus.
(C,D) RIPA- and urea-soluble TIA-1 expression. The Western blots and corresponding histograms
showing ubiquitin expression levels in the (E,F) cytoplasm and nucleus of HEK-293 cells. TIA-1 and
ubiquitin are normalised to «-tubulin for the cytoplasmic, RIPA-soluble and urea-soluble fraction
and lamin B1 for the nuclear fraction. Data represent mean + SD, n > 3, and significant differences
between means were examined with a one-way ANOVA with Tukey’s multiple comparison test.
*p <0.05 *p <0.01, *** p < 0.001.

To better model stress granule formation, tetracycline-treated TDP-43-overexpressing
cells were stressed with sodium arsenite. Sodium arsenite is an oxidative stressor which
generates reactive oxidative species and free radicals [22]. A number of studies examining
the role of stress granules in TDP-43 proteinopathy have opted for an acute, high-dosage
treatment of sodium arsenite between 0.25-5 mM for 0.5-1 h [12,23]. However, it has been
shown that a mild chronic dose of sodium arsenite, such as 15 uM for 18 h, induces cellular
changes that better mimic those seen in TDP-43 proteinopathies [12]. In addition, studies
on fibroblasts have shown colocalisation of TIA-1 with stress granules after mild, chronic
treatment of sodium arsenite, but not after an acute dose [12].

Given this precedent, we opted to establish an oxidative stress model by treating
tetracycline (2 pug/mL, 48 h)-induced TDP-43-over-expressing cells with a mild, chronic
dose of sodium arsenite (18 h, 15 uM, Figure 1C-F). This increased the expression levels
of both monomeric TDP-43 (43 kDa) and a C-terminal fragment of 35 kDa (CTE35) in
the nucleus (Figure 1D), both of which are found in TDP-43 inclusions isolated from
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postmortem ubiquitin-positive FTD (FTLD-U) brains [1]. Furthermore, sodium arsenite
also significantly increased cytoplasmic TDP-43 levels in comparison to untreated HEK-293
cells; however, levels did not rise as high as tetracycline-treated levels. This indicates that
overexpression alone can induce sufficient TDP-43 mislocalisation (Figure 1C). In addition,
treatment with sodium arsenite globally increased both RIPA-soluble and urea-soluble
TDP-43 levels (Figure 1E,F).

Sodium arsenite is also commonly used to induce stress granule formation [21,22].
Overexpression of TDP-43 by addition of tetracycline did not impact levels of TIA-1 in
the nucleus or the cytoplasm (Figure 2A,B), confirming previous findings with a similar
HEK TDP-43 Flp-In model [24]. However, when sodium arsenite was added to the TDP-
43-overexpressing HEK-293 cells, levels of the stress granule marker, TIA-1, significantly
increased in the cytoplasm and nucleus (Figure 2A,B). This global increase in TIA-1 is
also reflected in an increase in RIPA-soluble and urea-soluble TIA-1 (Figure 2C,D). Im-
munofluorescence reinforced these results from Western blotting, showing that cytoplasmic
mislocalisation of TDP-43 and TIA-1 was primarily observed after sodium arsenite treat-
ment and not tetracycline alone (Figure 3).

TIA-1 DAPI Merge

Tet ....

Tet +SA
\ \

Figure 3. Immunofluorescence imaging of TDP-43 and TIA-1 in stably transfected HEK-293 cells.
HEK-293 cells transfected with tetracycline (Tet)-inducible WT TDP-43 (2 ug/mL, 48 h) resulting in
overexpression of TDP-43 (red), especially in the nucleus, but low levels of TIA-1. Sodium arsenite
(15 uM, 18 h) treated cells displayed mislocalisation of TDP-43 which colocalised with upregulated
TIA-1 (green) in the cytoplasm (white arrow). The nuclear stain DAPI (blue) was used to indicate the
nucleus. Scale bar = 10 uM.
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The changes induced by this chronic, mild sodium arsenite treatment of HEK-293 TDP-
43-over-expressing cells mirror many aspects seen in human postmortem FID and/or ALS
tissue. Increased cytoplasmic aggregation of TDP-43 is seen in FTD and ALS tissue [25,26],
as well as in our sodium arsenite model. The stress granule marker TIA-1 appears in the
cytoplasm and nucleus of neurons and glia from the spinal cord and motor cortex of human
ALS donor tissue, but is either entirely absent [27] or found only in the nucleus of neurons
and glia from control tissue [23,28,29]. The sodium arsenite model mimics this increase
in cytoplasmic localisation seen in human tissue, and the more contentious increase in
nuclear overexpression. Increased TIA-1 is observed in both soluble and insoluble fractions
of lumbar spinal cord from a SOD1 G86S patient, as well as from iPSC-derived neural
stem cells established from a SOD1 G17S ALS patient [28], as also seen in the sodium
arsenite model. Increased TIA-1 is observed in both soluble and insoluble fractions of
lumbar spinal cord from a SOD1 G86S patient, as well as from iPSC-derived neural stem
cells established from a SOD1 G17S ALS patient [28], as also seen in the sodium arsenite
model. Furthermore, ubiquitinated inclusions are seen in both the cytoplasm and nucleus
of FTD/ALS cases [30], as shown in our sodium arsenite model.

The one aspect of human ALS/FTD pathology that was not observed in our sodium
arsenite model related to nuclear TDP-43 levels. Sodium arsenite induced an increase
in nuclear TDP-43, whereas nuclear TDP-43 levels measured in postmortem ALS tissue
decreased compared to controls [26]. That being said, the degree of nuclear TDP-43 staining
in FTDL-U cases varied widely [25], so it is possible that the sodium arsenite model more
closely recapitulates nuclear TDP-43 levels seen in a subset of FTD cases that displayed
nuclear TDP-43 inclusions rather than in ALS.

In summary, these TIA-1-related features of human ALS pathology are an improve-
ment on previous models that fail to demonstrate an increase in cytoplasmic and nuclear
TIA-1. Human neuroblastoma BE-M17 cells overexpressing TDP-43-EGFP show TIA-1
mainly in the nucleus, and only upregulate TIA-1 expression in the cytoplasm on arsenite
exposure [23]. Heat shock of colorectal carcinoma RKO cells does not alter TIA-1 distribu-
tion in the cytoplasm or nucleus [31]. In contrast, SOD1 G93A mutant mice and NSC-34
cells transfected with mutant SOD-1 show an increase in cytoplasmic TIA-1 localisation
with a decrease in nuclear localisation [28]. This highlights how sensitive TIA-1 pathology
is to the type of stressors that induce TDP-43 proteinopathy or cell types subjected to that
stress.

2.2. Establishing a SH-SY5Y TDP-43 M337V Mutant Cellular Model

An aspect not accounted for in the TDP-43 WT-overexpressing HEK-293 cell line is
the presence of disease-relevant TDP-43 mutants such as M337V observed in a portion of
familial ALS patients [8] To this end, we characterised the TDP-43, TIA-1 and ubiquitin
distribution in a cell model expressing this mutant compared to wild-type TDP-43. We
used neuroblastoma SH-SY5Y cells that were stably transfected with TDP-43 M337V (V5-
tagged). The V5-tag allowed us to differentiate the effect of drugs specifically on the
TDP-43 M337V mutant as compared to the endogenous TDP-43 expressed in SH-SY5Y
cells without compromising the function of the protein. TDP-43 M337V expression did not
affect the nuclear or cytoplasmic localisation of TDP-43 (Figure 4A,B), as also shown in
other studies [8,32,33]. The over-expression of M337V TDP-43 also suppressed expression
of endogenous TDP-43 in the SH-SY5Y TDP-43 M337V mutant cellular model (Figure 4B),
which is consistent with previous reports [34]. The expression level of RIPA-soluble TDP-43
M337V decreased, whereas urea-soluble TDP-43 increased, as compared to TDP-43 WT in
SH-SHYS5Y cells (Figure 4C,D).
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Figure 4. Comparing TDP-43 distribution in human neuroblastoma SH-SY5Y cells stably trans-
fected with TDP-43 M337V mutant (V5-tagged) compared to WT SH-SY5Y cells using Western blots.
(A,B) Cytoplasmic and nuclear TDP-43 expression of SH-SY5Y WT cells compared to transfected SH-
SY5Y TDP-43 M337V. (C,D) Relative RIPA-soluble and urea-soluble expression levels of TDP-43 WT
in SH-SY5Y cells compared to TDP-43 M337V mutant. Data represent mean & SD, n > 3, statistical
analysis using parametric, unpaired t-test. * p < 0.05, *** p < 0.001.

Immunofluorescence imaging also shows similar expression levels of TDP-43 and TIA-
1 in SH-SY5Y cells transfected with TDP-43 M337V as compared to untransfected SH-SY5Y
cells (Figure 5, Figure 6). In addition, this imaging reveals the appearance of aggregates in
TDP-43 M337V cells, reinforcing the Western blot data that suggest a redistribution from
soluble to insoluble TDP-43 stores.

TDP-43 TIA-1 DAPI Merge

SH-SY5Y
cells
/ /
TDP-43 \ A\
M337V
cells

Figure 5. Immunofluorescence imaging of wild-type human neuroblastoma SH-SY5Y cells compared to
SH-SY5Y cells expressing the ALS-linked mutation TDP-43 M337V. Representative images of SH-SY5Y
cells and M337V TDP-43 SH-SY5Y cells showing similar expression levels and distribution of TDP-43
(red), stress granule marker, and TIA-1 (green). DAPI (blue) was used to indicate the nucleus. The arrow
shows the colocalisation of TDP-43 and stress granule aggregates. Scale bar = 10 uM.
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Figure 6. Comparing TIA-1 distribution in wild-type human neuroblastoma SH-SY5Y cells and
SH-SY5Y cells stably transfected with TDP-43 M337V mutant (V5-tagged) using Western blots.
(A,B) Cytoplasmic and nuclear TIA-1 expression in SH-SY5Y WT cells compared to transfected
SH-SY5Y TDP-43 M337V. The expression of TIA-1 did not significantly change after TDP-43 M337V
transfection (C,D) The solubility of TIA-1 in SH-SY5Y cells compared to TDP-43 M337V mutant.
Ubiquitin expression in the (E) cytoplasm and (F) nucleus. The presence of TDP-43 M337V transfection
did not change the level of ubiquitin throughout the cell. Data represent mean + SD, n > 3, statistical
analysis using parametric, unpaired ¢-test. * p < 0.05.

2.3. Rationale of Compound 1 and 2

To examine whether small molecules are able to rescue the molecular and cellular
changes seen in the two characterised models, a hit compound from a previous high-
throughput screen of approximately 75,000 small molecules was selected (1, Figure 7) [35].
In that study, compound 1 reduced whole cell GFP expression in sodium arsenite-treated
(15 uM, 18 h) rat PC-12 cells transfected with TDP-43:GFP under control of a tetracycline-off
system. This effect was dose dependent, with an ICs of approximately 300 nM. Western
blots on whole-cell soluble and insoluble fractions of PC-12 cells treated with 1 showed
a global reduction in monomeric and higher molecular weight TDP-43:GFP in insoluble
fractions [36]. Comparison of compound 1’s shape and electrostatic properties to an inhouse
library, allowed us to identify compound 2, which had similar features. We ran this novel
chemotype, compound 2, alongside 1 in our characterised assays, examining their ability
to impact TDP-43, stress granule and ubiquitin solubility and localisation.
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As can be seen, 1 and 2 had no effect on TDP-43 expression in the SH-SY5Y TDP-43
M337V mutant cellular model, but 1 reduced cytoplasmic TDP-43 in the oxidative stress
model. Compound 1 locally reduced TDP-43 levels in the cytoplasm of HEK-293 TDP-43
cells treated with sodium arsenite, without altering nuclear levels of TDP-43 (Figure 8A,B)
or levels of TDP-43 in soluble and insoluble fractions. This suggests the reduction of
cytoplasmic TDP-43 by compound 1 could be induced through mechanisms that do not
involve changing the soluble and insoluble ratio of TDP-43 (Figure 8C,D). Compound 2
had no effect, despite retaining similar electrostatic properties to compound 1. Significant
structural changes, such as substituting a sulfonamide for an ether linker, appears to impact
the ability of these compounds to alter TDP-43 cell pathology.
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Figure 8. Relative TDP-43 WT expression levels after treatment with 1 and 2 as determined by
Western blots. (A) Relative TDP-43 WT expression in the cytoplasm, (B) nucleus, (C) RIPA-soluble
fraction and (D) urea-soluble fraction after the oxidative stress HEK-293 cellular model, featuring
TDP-43 overexpressing HEK-293 cells treated with tetracycline (2 ug/mL, 48 h) and sodium arsenite
(15 uM, 18 h), which was exposed to 1 and 2. Relative TDP-43 M337V-V5 expression levels in the
(E) cytoplasm, (F) nucleus, (G) RIPA-soluble fraction and (H) urea-soluble fraction from SH-SY5Y
TDP-43 M337V mutant cellular model after treatment of 1 and 2. Both cell lines were treated with 1
and 2 (300 nM) for 18 h. Densitometry of TDP-43 WT and M337V are normalised to a-tubulin for
the cytoplasmic, RIPA-soluble and urea-soluble fraction and lamin B1 for the nuclear fraction. Data
represent mean £ SD, n > 3. Significant differences were indexed using a one-way ANOVA with

Dunnett’s post hoc test.
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After SH-SY5Y TDP-43 M337V cells were treated with either compounds 1 or 2, no
statistically significant changes to the nucleocytoplasmic distribution of TDP-43 M337V
were observed (Figure 8E F), although this may have been expected given the SH-SY5Y
TDP-43 M337V model did not show any altered nucleocytoplasmic TDP-43 distribution
compared to WT SH- SY5Y cells. Compounds 1 and 2, however, did not correct the decrease
in RIPA-soluble TDP-43 M337V displayed in this model, nor did they impact the increase
in urea-soluble TDP-43 M337V (Figure 8G,H). From these results, we can conclude that
these compounds do not interact with the TDP-43 M337V variant in a manner that affects
the TDP-43 distribution.

The lack of effect of compound 1 on insoluble TDP-43 in the HEK-293 oxidative
stress model conflicts with a previous study [35], which found that compound 1 induced
a significant reduction in soluble and insoluble monomeric and aggregated TDP-43 in
whole cell lysates of PC-12 cells overexpressing TDP-43-GFP stressed with sodium arsenite.
Measures were taken to replicate such results, such as using the ICs (300 nM) of 1 as
determined in Boyd et al. in the present study. Furthermore, our HEK-293 oxidative
stress model was stressed with the same mild, chronic dose of sodium arsenite (18 h,
15 uM) as Boyd in their high-throughput screen. However, when they performed Western
blots to determine the effect of 1 on insoluble TDP-43, cells were acutely treated with a
high dose of sodium arsenite (0.5 mM, 1 h). It is possible that different doses of sodium
arsenite induce different cell morphology and alter TDP-43 recruitment ability into stress
granules; therefore, the different oxidative stress intensities between the studies may have
contributed to the difference in findings. Other discrepancies that may have contributed
include the difference in TDP-43 type (wild type in the present study vs GFP-tagged in the
Boyd et al. paper) and the cellular background (HEK-293 in the present study vs PC-12 cells
in the Boyd paper). This may further highlight the need to perform the same assays across
multiple cell lines to build an accurate picture of the effect of drugs on TDP-43 in vitro.

2.4. 1 and 2 Alter Stress Granule Solubility in Both Cellular Models

Compound 1 had no effect on the nucleocytoplasmic distribution of TIA-1 in TDP-43
WT HEK-293 cells (Figure 9A) whereas compound 2 significantly decreased nuclear TIA-1
expression, with no effect on cytoplasmic TIA-1 (Figure 9B). Both compounds 1 and 2
increased RIPA-soluble TIA-1 and reduced urea-soluble TIA-1 (Figure 9C,D) in the TDP-43
HEK-293 oxidative stress model. In the SH-SY5Y TDP-43 M337V mutant model, urea-
soluble TIA-1 was significantly reduced after treatment with compound 1, whereas RIPA-
soluble TIA-1 levels were not impacted. Compound 2, however, reduced both RIPA-soluble
and microaggregated urea-soluble TIA-1 (Figure 9G,H). This suggests the compounds
impart an alteration of the solubility profile of stress granules from insoluble to soluble.
Soluble stress granules are more easily degraded and are able to perform their normal
function as a translational silencer, whereas insoluble stress granules are microaggregated
and exhibit more prion-like characteristics [36,37], suggesting these compounds move
stress granules into a more favourable state.

The nucleocytoplasmic distribution of TIA-1 in the SH-SY5Y TDP-43 M337V cells was
not significantly affected after treatment with compounds 1 and 2. (Figure 9E,F).

Given the similar effects of compounds 1 and 2 on insoluble TIA-1 levels in both
cellular models, the pathway by which these molecules work to alter the insoluble fraction
of TIA-1 may be the same in both cellular models, although the mechanism of their effects
on the soluble fraction of TIA-1 may be different. We speculate that compounds 1 and 2
may selectively promote clearance of insoluble TIA-1.
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Figure 9. Relative distribution of TIA-1, a stress granule marker and ubiquitin in both cellular models
as determined by Western blots. Relative distribution of TIA-1 expression in the (A) cytoplasm,
(B) nucleus, (C) RIPA-soluble fraction and (D) urea-soluble fraction of the oxidative stress model,
featuring HEK-293 cells overexpressing TDP-43 WT, which were treated with tetracycline (2 ug/mL,
48 h) and sodium arsenite (15 uM, 18 h). Relative distribution of TIA-1 in the SH-SY5Y TDP-43
M337V cells in the (E) cytoplasm, (F) nucleus, (G) RIPA-soluble fraction and (H) urea-soluble fraction.
(L)) Ubiquitin expression in the cytoplasm and nucleus of the oxidative stress model overexpressing
TDP-43 WT. (K,L) Ubiquitin expression in the cytoplasm and nucleus of the SH-SY5Y TDP-43 M337V
model. Both cell lines were treated with 1 and 2 (300 nM) for 18 h. Densitometry of TIA-1 and
ubiquitin are normalised to a-tubulin for the cytoplasmic, RIPA-soluble and urea-soluble fraction and
lamin B1 for the nuclear fraction. Data represent mean 4 SD, n > 3. Significant differences between
means were assessed by a one-way ANOVA with Dunnett’s post hoc test. * p < 0.05, * p <0.01,
*** p < 0.001.

2.5. Downregulation of Ubiquitin in Both Cellular Models

Previous studies have shown that inhibition of the ubiquitin—proteasome system
is linked to cytoplasmic stress granule formation [38]. Ubiquitination of stress granule
marker G3BP1 can also mediate stress granule disassembly, although the mechanism of
disassembly is dependent on how the stress was initiated [39]. Given this, we investigated
whether compound-induced changes to stress granule solubility were associated with
increased activity in the ubiquitin—proteasome system. Treatment with compound 2 re-
sulted in a reduction in cellular ubiquitin levels in the TDP-43 WT HEK-293 oxidative stress
model, whereas treatment with compound 1 did not alter the ubiquitin expression levels as
compared to control (Figure 91,]). Downregulation of ubiquitination was observed in the SH-
SY5Y TDP-43 M337V mutant cellular model after treatment with 1 and 2 (Figure 9K,L). This
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suggests that neither compound stimulated the recruitment of the ubiquitin-proteasome
system, and that the inhibition of the ubiquitin—-proteasome system seen here did not link
to an increase in cytoplasmic stress granule formation as suggested by other studies [38].

2.6. Viability

It is unclear whether these effects of compound 1 and 2 on the biochemical profile of
TDP-43, stress granules and ubiquitination would yield useful outcomes on cell viability. It
could be predicted that a shift of stress granules from insoluble to soluble states may be
useful for cells [40,41]; however, it is not clear whether this impact is enough to improve
viability of cells. In addition, the ability of compound 1 to decrease soluble TDP-43 in the
HEK-293 oxidative stress model may have a deleterious effect by reducing the amount of
soluble TDP-43 that can participate in physiological functions such as RNA regulation and
transcription. Given this complexity, we wanted to investigate whether compounds 1 and
2 would alter cell viability (Figure 10). MG-132, a proteasome inhibitor known to induce
cellular toxicity [42,43], was used as a positive control.

A B
Oxidative Stress Model TDP-43 M337V Mutant Model

150 100
z z T
E 100 T ok _8 T
> T >
% ;'S’ 50
5 50
53 5
o o

0 0

Control 1 2 MG-132 Control 1 2 MG-132

Figure 10. CellTiter-Blue® cell viability assay. (A) Results were calculated as a percentage of HEK-293
cells treated with only tetracycline and not sodium arsenite. (B) The percentage viability is expressed
as a percentage of untreated wild-type SH-SY5Y cells. Both cell lines were treated with 1, 2 (300 nM)
or MG-132 (5 uM) for 18 h. Data represent mean £ SD, n> 3. Significant differences were tested
using one-way ANOVA with Dunnett’s post-hoc test, * p < 0.05, *** p < 0.001.

MG-132 significantly impaired cell survival in both cell models (Figure 10). Neither
compound 1 nor 2 protected sodium arsenite-treated HEK-293 cells or SH-SY5Y TDP-43
M337V cells from cell death, nor did they induce cell death. The cell viability data suggest
the shift in solubility profile of stress granules from insoluble to soluble imparted by 1
and 2 is not toxic to cells but is not protective either. It also suggests that reducing soluble
TDP-43 in the HEK-293 cell model does not impact viability.

3. Materials and Methods
3.1. General Procedures

The synthetic routes and synthetic procedures of compounds 1 and 2 are outlined in
Supporting Information (Supplementary Schemes S1 and S2).

3.2. Reagents

Unless otherwise stated, all chemicals were purchased from Sigma-Aldrich (St. Louis,
MO, USA).

3.3. SH-SY5Y Cell Culture

Human neuroblastoma SH-SY5Y cells stably transfected with TDP-43 M337V were
kindly provided by Lars Ittner (Macquarie University, Sydney). Cells were cultured in
Dulbecco’s modified Eagle’s medium: Nutrient Mixture F-12 (DMEM/F12) with 10% fetal
bovine serum (Thermo Fisher Scientific, Waltham, MA, USA), 1% penicillin-streptomycin
and 25 pg/mL blasticidin S hydrochloride. Cells were grown at 37 °C in 5% COs.
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3.4. Generation of Wild-Type TDP-43-Expressing HEK-293 Cells

HEK-293 cells stably expressing human wild-type TDP-43 (TDP-43 WT HEK-293 cells)
were established using the Flp-In™ system (Life Technologies, Carlsbad, CA, USA). Briefly,
a pcDNATM5/FRT/TO plasmid containing human TDP-43 cDNA and a pOG44 plasmid
(Life Technologies) were propagated in endonuclease and recombinase-deficient competent
E. coli (BIO-85027, Bioline, London, UK) by adding 50 ng of plasmid to competent E. coli and
incubating on ice for 30 min. Cells were heat shocked at 42 °C for 45 s then incubated with
Luria-Bertani (LB) media for 1 h. Cultures were then incubated for 16 h at 37 °C on LB agar
plates (Life Technologies) containing 100 pg/mL ampicillin. Antibiotic-resistant positive
transformants were inoculated into LB broth. Both pcDNAS5/FRT/TO and pOG44 plasmids
were purified using the Plasmid Midiprep System (Promega, Madison, WI, USA) according
to manufacturer’s protocols. Generation of wild-type TDP-43-expressing HEK-293 cells.

Flp-In™ T-REx™ HEK293 cells (Life Technologies) were cultured in Dulbecco’s modi-
fied Eagle’s medium (Thermo Fisher Scientific) with 10% fetal bovine serum, 1% penicillin-
streptomycin, 15 pg/mL blasticidin S hydrochloride and 100 pg/mL zeocin selection
reagent (Life Technologies). Stable transfections were performed using FuGENE HD®
transfection reagent (Promega) according to the manufacturer’s protocol by co-transfecting
pcDNAS plasmid containing wild-type TDP-43 cDNA sequence and pOG44 plasmid con-
taining Flp-recombinase cDNA at a 1:10 ratio. Hygromycin (80 ug/mL; Life Technologies)
was used to select positive clones. Stably-transfected cells were maintained in Dulbecco’s
modified Eagle’s medium with 10% fetal bovine serum, 1% penicillin-streptomycin and
15 pg/mL blasticidin S hydrochloride. The overexpression of TDP-43 was induced by the
addition of 2 ug/mL of tetracycline for 48 h prior to protein extraction.

3.5. Cellular Treatments

TDP-43 WT HEK-293 cells were treated with sodium arsenite (15 uM) for 18 h, with or
without test ligands (300 nM) or MG-132 (5 uM; a proteasome inhibitor used as a positive
control). TDP-43 M337V SH-SY5Y cells were only treated with test ligands (300 nM) for 18
h or with 0.1% DMSO as a control. TDP-43 WT HEK-293 cells were grown until 80-90%
confluency in a T75 before use and TDP-43 M337V SH-SY5Y cells were grown until 80-90%
confluency in a T175 before use.

3.6. Nucleocytoplasmic Fractionation

To examine the nucleocytoplasmic distribution of TDP-43, the stress granule marker
TIA-1 and ubiquitin, cells were treated with test ligands according to the method described
above, washed with warm Dulbecco’s phosphate buffered saline (PBS) and trypsinised with
0.25% trypsin with 0.5 mM EDTA in PBS. Cells were lysed in cold cytoplasmic extraction
buffer (10 mM HEPES, 10 mM NaCl, 1 mM KH,POy, 5 mM NaHCO3;, 5 mM EDTA, 1 mM
CaClp, 0.5 mM MgCl,) with 1X cOmplete EDTA-free protease inhibitors (Roche, Basel,
Switzerland) and 1X phosSTOP phosphatase inhibitors (Roche). After incubating on ice for
10 min, cells were sonicated using a probe sonicator at 60% power for 5 s at 4 °C, repeated
5 times. A 2.5 M sucrose solution was added and centrifuged at 6300x g for 10 min at 4 °C.
The supernatant containing the cytoplasmic fraction was stored at —20 °C. The pellet was
resuspended in tris/sucrose/EDTA buffer (10 mM Tris HCI, pH 7.5, 300 mM sucrose, 1 mM
EDTA, 0.1% IGEPAL) with 1X cOmplete EDTA-free protease inhibitors and 1X phosSTOP
phosphatase inhibitors. The resuspended solution was centrifuged at 1000x g for 5 min at
4 °C. The pellet was washed and centrifuged 4 times. The final pellet, corresponding to the
nuclear fraction, was resuspended in 100 pL of 2% SDS in cold RIPA buffer and stored in
—20 °C until further analysis.

3.7. Solubility Fractionation

To examine the effect of drug treatments on the solubility profile of TDP-43 WT HEK-
293 cells and TDP-43 M337V SH-SY5Y cells, the RIPA-soluble and urea-soluble fractions
were extracted based on established methods [44]. Briefly, after growing in T75 flasks for
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HEK-293 cells and T175 flasks for SH-SY5Y cells to 80-90% confluency, and treating with
drugs as described above, cells were washed with warm Dulbecco’s PBS and trypsinised in
trypsin/EDTA. Cells were lysed in cold RIPA supplemented with 1X cOmplete EDTA-free
protease inhibitors and 1X phosSTOP phosphatase inhibitors. After incubating on ice for
10 min, cells were sonicated using a probe sonicator at 60% power for 5 s at 4 °C, repeated
5 times. The lysate was centrifuged at 100,000 x g for 30 min at 4 °C. The supernatant
corresponded to the RIPA-soluble fraction. The pellet was washed with cold RIPA buffer
by sonicating and centrifuging at 100,000 g for 30 min at 4 °C. This was repeated twice,
and the supernatant was discarded. The final pellet was sonicated in urea buffer (7 M urea,
2 M thiourea, 4% CHAPS, 0.03 M Tris-HCI, pH 8.5) using a probe sonicator at 60% power
for 5s at 25 °C, repeated 5 times. The resuspended solution was centrifuged at 100,000 g
for 30 min at 25 °C. The supernatant contained the urea-soluble fraction.

3.8. Protein Quantification and Western Blot

The protein concentration of the nuclear, cytosolic, soluble and insoluble fractions
was determined using a bicinchoninic acid (BCA) protein assay (Thermo Fisher Scientific)
according to the manufacturer’s protocol. Samples (15 ug) for immunoblotting were made
up in 2x Laemelli buffer containing 10% [3-mecaptoethanol, heat-denatured at 95 °C for
5 min then immediately placed on ice. Protein was electrophoresed on 4-12% Bis-Tris gels
(Invitrogen) then dry-transferred onto nitrocellulose (Invitrogen). Blocking was performed
by submerging the blots into 5% skim milk in tris-buffered saline with 0.1% Tween-20
(TBS-T) for 1 h. Primary antibodies were made up in either TBS-T or 5% bovine serum
albumin (BSA) and incubated at 4 °C overnight. Primary antibodies included rabbit anti-
TDP-43 (10782-2-AP, 1:1000, Proteintech, Chicago, IL, USA), rabbit anti-ubiquitin (05-1307,
1:2000, Merck), mouse anti-TIA (sc-48371, 1:500, Santa Cruz Biotechnology, Dallas, TX,
USA), mouse anti-tubulin (32-2500, 1:5000, Thermo Fisher Scientific), rabbit anti-lamin B1
(ab16048, 1:5000, Abcam, Cambridge, UK). Blots were washed three times in tri-suffered
saline, followed by secondary antibody incubation in TBS-T for 1 h at room temperature.
Secondary antibodies include goat anti-rabbit-HRP (A0545, 1:3000) and rabbit anti-mouse-
HRP (A9044, 1:5000). The detection of chemiluminescence was performed using enhanced
chemiluminescence (ECL) substrate (Thermo Fisher Scientific). Densitometry analyses was
performed with ImageLab 6.1 (Bio-Rad Laboratories Inc., Hercules, CA, USA). TDP-43,
TIA-1 and ubiquitin band intensities were normalised against «-tubulin for RIPA, urea
and cytoplasmic fractions and lamin B1 for nuclear fractions. Data represent mean + SD
of n > 3 repetitions. Significant differences between mean protein expression levels in
the different treatment conditions were analysed using GraphPad Prism 8.4.3 software
(GraphPad Software, LLC, San Diego, CA, USA) by a one-way ANOVA with Dunnett’s
post hoc test. p < 0.05 was considered statistically significant.

3.9. Immunofluorescence

Cells were grown on poly-D-Lysine-coated 8-well chambered coverglass (Sarstedt,
Australia). SH-SY5Y cells (1.5 x 103 cells per well) were plated for 24 h prior to fixing. HEK-
293 cells (3 x 102 cells per well) were plated for 24 h prior to treatment with tetracycline
(2 pg/mL) for 48 h and sodium arsenite (15 uM) for 18 h. Following treatment, both
cell lines were washed twice with warm PBS, then fixed with 4% paraformaldehyde for
10 min. Cells were washed with PBS three times to remove residue paraformaldehyde,
each incubating for 5 min. Blocking was performed with 10% donkey serum in PBS for
1 h. Primary antibodies were diluted in BSA solution (1% BSA, 0.2% Tween-20 in PBS) and
incubated at 4 °C overnight. The primary antibodies used were rabbit anti-TDP-43 (1:400,
Proteintech, Rosemont, IL,, USA) and mouse anti TIA-1 (1:200, Santa Cruz, TX, USA). Cells
were washed three times in PBS, each incubating for 10 min. Secondary antibodies were
diluted in BSA solution and incubated for 1 h, covered from light. The secondary antibodies
were donkey anti-rabbit IgG Alexa Fluor 594 (1:200, Invitrogen) and donkey anti-mouse IgG
Alexa Fluor 488 (1:200, Invitrogen). Cells were washed three times in PBS, each incubating
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for 10 min and mounted in Fluoroshield™ with DAPI (Sigma). Microscopy was performed
on an ECLIPSE Ni-E fluorescence microscope (Nikon, Tokyo, Japan) carrying lasers 395,
470, 640 nm. Images were captured using a 40X lens. Images were combined into figures
using Image] and Adobe Illustrator (Adobe, San Jose, CA, USA).

3.10. Cell Viability Assay

The CellTitre-Blue® cell viability assay (Promega) was performed to measure cell
viability after drug treatments. Both TDP-43 WT HEK-293 cells and TDP-43 M337V SH-
SY5Y cells were plated at 4 x 10* cells per well of a 96-well plate. After 24 h, the media was
replaced with fresh media with or without drug treatment (300 nM) for 18 h. CellTitre-Blue®
(20 puL) was then added and incubated for 4 h at 37 °C. The fluorescence was measured at
560/590 nm using a POLARstar Omega plate reader. Significant differences were analysed
with GraphPad Prism 8.4.3 software using a one-way ANOVA with Dunnett’s post hoc test.
p < 0.05 was considered statistically significant.

4. Conclusions

The work in this study characterised two ALS and FTD cellular models commonly used
in the literature. Using these models, we demonstrated a previously disclosed compound,
1, and a novel bioisosteric analogue, 2, reduce insoluble stress granule levels and ubiquitin
expression. These effects do not influence cell viability suggesting 1 and 2 are not toxic to
cells. However, they do not reduce stress-induced cell death, suggesting increasing stress
granule solubility may not confer cell survival benefits in TDP-43 models.

This study highlights the challenges of using cellular models in lead development
during drug discovery for ALS and FTD. We identified differing pathomechanisms in the
stress and mutant cellular models, and the conflicting effect of 1 in TDP-43 WT HEK-293
oxidative stress model compared to a previous study in PC-12 cells. At present, there is no
cellular model that perfectly demonstrates the pathological changes seen in ALS or FTD.
Even motor neurons derived from ALS patient iPSCs vary in their ability to show TDP-43
mislocalisation and aggregation, do not show stress granule formation without exposure to
chemical stressors and show line-to-line transcriptomic differences [12,45,46]. It is unclear
if this variability between models, both with secondary and iPSC-derived cell lines, reflects
differing face validity for ALS and FTD, or actually reflects inter-individual variability in
ALS and FTD pathogenesis seen amongst humans. In lieu of a model that best recapitulates
ALS and FTD TDP-43-proteinopathy, novel therapeutics should be assessed over a variety
of cell lines and aetiological models, rather than one single model, to understand the
effectiveness of potential leads and improve the translatability of new drug candidates.
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mentary Material.

Author Contributions: Conceptualization, HW.A.C., T.B.C., APM,, ].].D.,, WTJ., ELW. and MK,
methodology, HW.A.C., ELW.,, MK, TB.C.,, APM,, ]].D.,, WTJ.,, LM.I and Y.D.K,; validation,
H.W.A.C.; formal analysis, HW.A.C.; investigation, HW.A.C., T.B.C., APM,, J.J.D. and W.T].;
resources, L.M.I. and Y.D.K,; data curation, HW.A.C,, T.B.C., APM,, ].].D. and W.TJ.; writing—
original draft preparation, H-W.A.C. and T.B.C.; writing—review and editing, HW.A.C, ELW,, MK,,
T.B.C.,, APM, ]].D., WT]J, LMI and Y.D.K,; visualization, HW.A.C; supervision, ELW., M.K,,
A.PM. and J.].D.; project administration, M.K.; funding acquisition, M.K. and L.M.L. All authors have
read and agreed to the published version of the manuscript.

Funding: The author’s research is supported by the National Health and Medical Research Council
of Australia (NHMRC) Program Grant (APP1132524). M.K. is an NHMRC Principal Research Fellow
(APP1154692). J.].D is an NHMRC Emerging Leadership Fellow (GNT2008066).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.


https://www.mdpi.com/article/10.3390/ijms232314769/s1
https://www.mdpi.com/article/10.3390/ijms232314769/s1

Int. . Mol. Sci. 2022, 23, 14769 16 of 18

Data Availability Statement: Not applicable.

Acknowledgments: We wish to acknowledge Donna Lai and Sheng Hua for assistance with equip-
ment in the Bosch Molecular Biology Facility. This work was supported in part by the National
Health and Medical Research Council of Australia.

Conflicts of Interest: The authors declare no conflict of interest.

References

1.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

Neumann, M.; Sampathu, D.M.; Kwong, L.K.; Truax, A.C.; Micsenyi, M.C.; Chou, T.T.; Bruce, J.; Schuck, T.; Grossman, M.; Clark,
C.M. Ubiquitinated TDP-43 in frontotemporal lobar degeneration and amyotrophic lateral sclerosis. Science 2006, 314, 130-133.
[CrossRef] [PubMed]

Mackenzie, I.R.; Bigio, E.H.; Ince, P.G.; Geser, F; Neumann, M.; Cairns, N.J.; Kwong, L.K.; Forman, M.S.; Ravits, J.; Stewart, H.
Pathological TDP-43 distinguishes sporadic amyotrophic lateral sclerosis from amyotrophic lateral sclerosis with SOD1 mutations.
Ann. Neurol. 2007, 61, 427-434. [CrossRef] [PubMed]

Hasegawa, M.; Arai, T.; Nonaka, T.; Kametani, F.; Yoshida, M.; Hashizume, Y.; Beach, T.G.; Buratti, E.; Baralle, F.; Morita, M.
Phosphorylated TDP-43 in frontotemporal lobar degeneration and amyotrophic lateral sclerosis. Ann. Neurol. 2008, 64, 60-70.
[CrossRef]

Jain, S.; Wheeler, J.R.; Walters, RW.; Agrawal, A.; Barsic, A.; Parker, R. ATPase-modulated stress granules contain a diverse
proteome and substructure. Cell 2016, 164, 487-498. [CrossRef] [PubMed]

McGurk, L.; Gomes, E.; Guo, L.; Mojsilovic-Petrovic, J.; Tran, V.; Kalb, R.G.; Shorter, ].; Bonini, N.M. Poly (ADP-ribose) prevents
pathological phase separation of TDP-43 by promoting liquid demixing and stress granule localization. Mol. Cell 2018, 71, 703-717.
[CrossRef]

Anderson, P.; Kedersha, N. Visibly stressed: The role of elF2, TIA-1, and stress granules in protein translation. Cell Stress
Chaperones 2002, 7, 213. [CrossRef]

Ding, Q.; Chaplin, J.; Morris, M.].; Hilliard, M.A.; Wolvetang, E.; Ng, D.C.H.; Noakes, P.G. TDP-43 Mutation Affects Stress
Granule Dynamics in Differentiated NSC-34 Motoneuron-Like Cells. Front. Cell Neurosci. 2021, 9, 611601. [CrossRef]
Bentmann, E.; Neumann, M.; Tahirovic, S.; Rodde, R.; Dormann, D.; Haass, C. Requirements for stress granule recruitment of
fused in Sarcoma (FUS) and TAR DNA binding protein of 43 kDa (TDP-43). |. Biol. Chem. 2012, 287, 23079-23094. [CrossRef]
Kato, M.; Han, TW.; Xie, S.; Shi, K.; Du, X.; Wu, L.C.; Mirzaei, H.; Goldsmith, E.J.; Longgood, J.; Pei, ]. Cell-free formation of RNA
granules: Low complexity sequence domains form dynamic fibers within hydrogels. Cell 2012, 149, 753-767. [CrossRef]
Molliex, A.; Temirov, J.; Lee, J.; Coughlin, M.; Kanagaraj, A.P.; Kim, H.J.; Mittag, T.; Taylor, ].P. Phase separation by low complexity
domains promotes stress granule assembly and drives pathological fibrillization. Cell 2015, 163, 123-133. [CrossRef]
Meyerowitz, J.; Parker, S.J.; Vella, L.J.; Ng, D.; Price, K.A; Liddell, J.R.; Caragounis, A.; Li, Q.X.; Masters, C.L.; Nonaka, T; et al.
N-terminal kinase controls TDP-43 accumulation in stress granules induced by oxidative stress. Mol. Neurodegener. 2011, 6, 1-22.
[CrossRef] [PubMed]

Ratti, A.; Gumina, V.; Lenzi, P.; Bossolasco, P.; Fulceri, F.; Volpe, C.; Bardelli, D.; Pregnolato, F; Maraschi, A.; Fornai, F;
et al. Chronic stress induces formation of stress granules and pathological TDP-43 aggregates in human ALS fibroblasts and
iPSC-motoneurons. Neurobiol. Dis. 2020, 145, 105051. [CrossRef]

Becker, L.A.; Huang, B.; Bieri, G.; Ma, R.; Knowles, D.A ; Jafar-Nejad, P.; Messing, J.; Kim, H.J.; Soriano, A.; Auburger, G.
Therapeutic reduction of ataxin-2 extends lifespan and reduces pathology in TDP-43 mice. Nature 2017, 544, 367-371. [CrossRef]
Fang, M.Y.; Markmiller, S.; Vu, A.Q.; Javaherian, A.; Dowdle, W.E ; Jolivet, P.; Bushway, PJ.; Castello, N.A.; Baral, A.; Chan, M.Y.
Small-molecule modulation of TDP-43 recruitment to stress granules prevents persistent TDP-43 accumulation in ALS/FTD.
Neuron 2019, 103, 802-819. [CrossRef] [PubMed]

Imamura, K.; Izumi, Y.; Watanabe, A.; Tsukita, K.; Woltjen, K.; Yamamoto, T.; Hotta, A.; Kondo, T.; Kitaoka, S.; Ohta, A ; et al. The
Src/c-Abl pathway is a potential therapeutic target in amyotrophic lateral sclerosis. Sci. Transl. Med. 2017, 9, eaaf3962. [CrossRef]
Lanznaster, D.; Bourgeais, ].; Bruno, C.; Hergesheimer, R.C.; Thepault, R.A.; Vourc’h, P.; Corcia, P.; Andres, C.R.; Herault, O.;
Blasco, H. TDP-43-Mediated Toxicity in HEK293T Cells: A Fast and Reproducible Protocol to Be Employed in the Search of New
Therapeutic Options against Amyotrophic Lateral Sclerosis. Cells 2019, 9, 68. [CrossRef] [PubMed]

McDonald, K.K.; Aulas, A.; Destroismaisons, L.; Pickles, S.; Beleac, E.; Camu, W.; Rouleau, G.A.; Vande Velde, C. TAR DNA-
binding protein 43 (TDP-43) regulates stress granule dynamics via differential regulation of G3BP and TIA-1. Human Mol. Genet.
2011, 20, 1400-1410. [CrossRef] [PubMed]

Dewey, C.M.; Cenik, B.; Sephton, C.F,; Johnson, B.A.; Herz, J.; Yu, G. TDP-43 aggregation in neurodegeneration: Are stress
granules the key? Brain Res. 2012, 1462, 16-25. [CrossRef]

Emara, M.M.; Fujimura, K.; Sciaranghella, D.; Ivanova, V.; Ivanov, P.; Anderson, P. Hydrogen peroxide induces stress granule
formation independent of el[F2« phosphorylation. Biochem. Biophys. Res. Commun. 2012, 423, 763-769. [CrossRef]

Palangi, F.; Samuel, S.M.; Thompson, L.R.; Triggle, C.R.; Emara, M.M. Effects of oxidative and thermal stresses on stress granule
formation in human induced pluripotent stem cells. PLoS ONE 2017, 12, e0182059. [CrossRef]

Sauer, B.; Henderson, N. Site-specific DNA recombination in mammalian cells by the Cre recombinase of bacteriophage P1. Proc.
Natl. Acad. Sci. USA 1988, 85, 5166-5170. [CrossRef]


http://doi.org/10.1126/science.1134108
http://www.ncbi.nlm.nih.gov/pubmed/17023659
http://doi.org/10.1002/ana.21147
http://www.ncbi.nlm.nih.gov/pubmed/17469116
http://doi.org/10.1002/ana.21425
http://doi.org/10.1016/j.cell.2015.12.038
http://www.ncbi.nlm.nih.gov/pubmed/26777405
http://doi.org/10.1016/j.molcel.2018.07.002
http://doi.org/10.1379/1466-1268(2002)007&lt;0213:VSTROE&gt;2.0.CO;2
http://doi.org/10.3389/fcell.2021.611601
http://doi.org/10.1074/jbc.M111.328757
http://doi.org/10.1016/j.cell.2012.04.017
http://doi.org/10.1016/j.cell.2015.09.015
http://doi.org/10.1186/1750-1326-6-57
http://www.ncbi.nlm.nih.gov/pubmed/21819629
http://doi.org/10.1016/j.nbd.2020.105051
http://doi.org/10.1038/nature22038
http://doi.org/10.1016/j.neuron.2019.05.048
http://www.ncbi.nlm.nih.gov/pubmed/31272829
http://doi.org/10.1126/scitranslmed.aaf3962
http://doi.org/10.3390/cells9010068
http://www.ncbi.nlm.nih.gov/pubmed/31888078
http://doi.org/10.1093/hmg/ddr021
http://www.ncbi.nlm.nih.gov/pubmed/21257637
http://doi.org/10.1016/j.brainres.2012.02.032
http://doi.org/10.1016/j.bbrc.2012.06.033
http://doi.org/10.1371/journal.pone.0182059
http://doi.org/10.1073/pnas.85.14.5166

Int. . Mol. Sci. 2022, 23, 14769 17 of 18

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

Liu, S.X.; Athar, M.; Lippai, I.; Waldren, C.; Hei, T.K. Induction of oxyradicals by arsenic: Implication for mechanism of
genotoxicity. Proc. Natl. Acad. Sci. USA 2001, 98, 1643-1648. [CrossRef]

Liu-Yesucevitz, L.; Bilgutay, A.; Zhang, Y.-].; Vanderwyde, T.; Citro, A.; Mehta, T.; Zaarur, N.; McKee, A ; Bowser, R.; Sherman, M.
Tar DNA binding protein-43 (TDP-43) associates with stress granules: Analysis of cultured cells and pathological brain tissue.
PLoS ONE 2010, 5, €13250. [CrossRef] [PubMed]

Mihevc, S.P; Baralle, M.; Buratti, E.; Rogelj, B. TDP-43 aggregation mirrors TDP-43 knockdown, affecting the expression levels of
a common set of proteins. Sci. Rep. 2016, 6, 33996. [CrossRef] [PubMed]

Davidson, Y.; Kelley, T.; Mackenzie, LR.; Pickering-Brown, S.; Du Plessis, D.; Neary, D.; Snowden, ].S.; Mann, D.M. Ubiquitinated
pathological lesions in frontotemporal lobar degeneration contain the TAR DNA-binding protein, TDP-43. Acta. Neuropathol.
2007, 113, 521-533. [CrossRef] [PubMed]

Cairns, N.J.; Neumann, M.; Bigio, E.-H.; Holm, LE.; Troost, D.; Hatanpaa, K.J.; Foong, C.; White III, C.L.; Schneider, J.A,;
Kretzschmar, H.A. TDP-43 in familial and sporadic frontotemporal lobar degeneration with ubiquitin inclusions. Am. J. Pathol.
2007, 171, 227-240. [CrossRef] [PubMed]

Volkening, K.; Leystra-Lantz, C.; Yang, W.; Jaffee, H.; Strong, M.]. Tar DNA binding protein of 43 kDa (TDP-43), 14-3-3 proteins and
copper/zinc superoxide dismutase (SOD1) interact to modulate NFL. mRNA stability. Implications for altered RNA processing in
amyotrophic lateral sclerosis (ALS). Brain Res. 2009, 1305, 168-182. [CrossRef] [PubMed]

Lee, D.-Y;; Jeon, G.S.; Sung, ].-J. ALS-linked mutant SOD1 associates with TIA-1 and alters stress granule dynamics. Neurochem.
Res. 2020, 45, 2884-2893. [CrossRef]

Fuyjita, K.; Ito, H.; Nakano, S.; Kinoshita, Y.; Wate, R.; Kusaka, H. Immunohistochemical identification of messenger RNA-related
proteins in basophilic inclusions of adult-onset atypical motor neuron disease. Acta. Neuropathol. 2008, 116, 439-445. [CrossRef]
Bigio, E.H.; Johnson, N.A.; Rademaker, A.W.; Fung, B.B.; Mesulam, M.-M.; Siddique, N.; Dellefave, L.; Caliendo, J.; Freeman, S.;
Siddique, T. Neuronal ubiquitinated intranuclear inclusions in familial and non-familial frontotemporal dementia of the motor
neuron disease type associated with amyotrophic lateral sclerosis. J. Neuropathol. Exp. Neurol. 2004, 63, 801-811. [CrossRef]
Lopez de Silanes, I.; Galban, S.; Martindale, J.L.; Yang, X.; Mazan-Mamczarz, K.; Indig, EE.; Falco, G.; Zhan, M.; Gorospe, M.
Identification and functional outcome of mRNAs associated with RNA-binding protein TIA-1. Mol. Cell. Biol. 2005, 25, 9520-9531.
[CrossRef]

Ling, S.-C.; Albuquerque, C.P; Han, ].S.; Lagier-Tourenne, C.; Tokunaga, S.; Zhou, H.; Cleveland, D.W. ALS-associated mutations
in TDP-43 increase its stability and promote TDP-43 complexes with FUS/TLS. Proc. Natl. Acad. Sci. USA 2010, 107, 13318-13323.
[CrossRef] [PubMed]

Kabashi, E.; Lin, L.; Tradewell, M.L.; Dion, P.A.; Bercier, V.; Bourgouin, P.; Rochefort, D.; Bel Hadj, S.; Durham, H.D.; Velde, C.V.
Gain and loss of function of ALS-related mutations of TARDBP (TDP-43) cause motor deficits in vivo. Hum. Mol. Genet. 2009, 19,
671-683. [CrossRef] [PubMed]

Wang, P.; Deng, ]J.; Dong, J.; Liu, J.; Bigio, E.H.; Mesulam, M.; Wang, T.; Sun, L.; Wang, L.; Lee, A.Y.-L. TDP-43 induces
mitochondrial damage and activates the mitochondrial unfolded protein response. PLoS Genet. 2019, 15, e1007947. [CrossRef]
[PubMed]

Boyd, ].D.; Lee-Armandt, ].P.; Feiler, M.S.; Zaarur, N.; Liu, M.; Kraemer, B.; Concannon, J.B.; Ebata, A.; Wolozin, B.; Glicksman,
M.A. A high-content screen identifies novel compounds that inhibit stress-induced TDP-43 cellular aggregation and associated
cytotoxicity. J. Biomol. Screen 2014, 19, 44-56. [CrossRef] [PubMed]

Aguzzi, A.; Polymenidou, M. Mammalian Prion Biology: One Century of Evolving Concepts. Cell 2004, 116, 313-327. [CrossRef]
[PubMed]

Gilks, N.; Kedersha, N.; Ayodele, M.; Shen, L.; Stoecklin, G.; Dember, L.M.; Anderson, P. Stress granule assembly is mediated by
prion-like aggregation of TIA-1. Mol. Biol. Cell 2004, 15, 5383-5398. [CrossRef]

Mazroui, R.; Di Marco, S.; Kaufman, R.J.; Gallouzi, I.-E. Inhibition of the ubiquitin-proteasome system induces stress granule
formation. Mol. Biol. Cell 2007, 18, 2603-2618. [CrossRef] [PubMed]

Gwon, Y.; Maxwell, B.A.; Kolaitis, R.-M.; Zhang, P.; Kim, H.J.; Taylor, ]J.P. Ubiquitination of G3BP1 mediates stress granule
disassembly in a context-specific manner. Science 2021, 372, eabf6548. [CrossRef] [PubMed]

Wheeler, ].R.; Matheny, T.; Jain, S.; Abrisch, R.; Parker, R. Distinct stages in stress granule assembly and disassembly. eLife 2016, 5,
€18413. [CrossRef]

Mackenzie, I.R.; Nicholson, A.M.; Sarkar, M.; Messing, J.; Purice, M.D.; Pottier, C.; Annu, K.; Baker, M.; Perkerson, R.B.; Kurti, A.
TIA1 mutations in amyotrophic lateral sclerosis and frontotemporal dementia promote phase separation and alter stress granule
dynamics. Neuron 2017, 95, 808-816. [CrossRef] [PubMed]

van Eersel, ].; Ke, Y.D.; Gladbach, A ; Bi, M.; G6tz, ].; Kril, ].].; Ittner, L.M. Cytoplasmic accumulation and aggregation of TDP-43
upon proteasome inhibition in cultured neurons. PLoS ONE 2011, 6, €22850. [CrossRef] [PubMed]

Ishii, T.; Kawakami, E.; Endo, K.; Misawa, H.; Watabe, K. Formation and spreading of TDP-43 aggregates in cultured neuronal
and glial cells demonstrated by time-lapse imaging. PLoS ONE 2017, 12, e0179375. [CrossRef] [PubMed]

Winton, M.J.; Igaz, L.M.; Wong, M.M.; Kwong, L.K.; Trojanowski, ].Q.; Lee, V.M. Disturbance of nuclear and cytoplasmic TAR
DNA-binding protein (TDP-43) induces disease-like redistribution, sequestration, and aggregate formation. J. Biol. Chem. 2008,
283, 13302-13309. [CrossRef]


http://doi.org/10.1073/pnas.98.4.1643
http://doi.org/10.1371/journal.pone.0013250
http://www.ncbi.nlm.nih.gov/pubmed/20948999
http://doi.org/10.1038/srep33996
http://www.ncbi.nlm.nih.gov/pubmed/27665936
http://doi.org/10.1007/s00401-006-0189-y
http://www.ncbi.nlm.nih.gov/pubmed/17219193
http://doi.org/10.2353/ajpath.2007.070182
http://www.ncbi.nlm.nih.gov/pubmed/17591968
http://doi.org/10.1016/j.brainres.2009.09.105
http://www.ncbi.nlm.nih.gov/pubmed/19815002
http://doi.org/10.1007/s11064-020-03137-5
http://doi.org/10.1007/s00401-008-0415-x
http://doi.org/10.1093/jnen/63.8.801
http://doi.org/10.1128/MCB.25.21.9520-9531.2005
http://doi.org/10.1073/pnas.1008227107
http://www.ncbi.nlm.nih.gov/pubmed/20624952
http://doi.org/10.1093/hmg/ddp534
http://www.ncbi.nlm.nih.gov/pubmed/19959528
http://doi.org/10.1371/journal.pgen.1007947
http://www.ncbi.nlm.nih.gov/pubmed/31100073
http://doi.org/10.1177/1087057113501553
http://www.ncbi.nlm.nih.gov/pubmed/24019256
http://doi.org/10.1016/S0092-8674(03)01031-6
http://www.ncbi.nlm.nih.gov/pubmed/14744440
http://doi.org/10.1091/mbc.e04-08-0715
http://doi.org/10.1091/mbc.e06-12-1079
http://www.ncbi.nlm.nih.gov/pubmed/17475769
http://doi.org/10.1126/science.abf6548
http://www.ncbi.nlm.nih.gov/pubmed/34739333
http://doi.org/10.7554/eLife.18413
http://doi.org/10.1016/j.neuron.2017.07.025
http://www.ncbi.nlm.nih.gov/pubmed/28817800
http://doi.org/10.1371/journal.pone.0022850
http://www.ncbi.nlm.nih.gov/pubmed/21829535
http://doi.org/10.1371/journal.pone.0179375
http://www.ncbi.nlm.nih.gov/pubmed/28599005
http://doi.org/10.1074/jbc.M800342200

Int. . Mol. Sci. 2022, 23, 14769 18 of 18

45.

46.
47.

48.

49.

50.

Smith, A.S.; Chun, C.; Hesson, J.; Mathieu, J.; Valdmanis, PN.; Mack, D.L.; Choi, B.-O.; Kim, D.-H.; Bothwell, M. Human Induced
Pluripotent Stem Cell-Derived TDP-43 Mutant Neurons Exhibit Consistent Functional Phenotypes Across Multiple Gene Edited
Lines Despite Transcriptomic and Splicing Discrepancies. Front. Cell Neurosci. 2021, 9, 728707. [CrossRef]

Lee, S.; Huang, E.J. Modeling ALS and FTD with iPSC-derived neurons. Brain Res. 2017, 1656, 88-97. [CrossRef]

Estévez, V; Sridharan, V.; Sabaté, S.; Villacampa, M.; Menéndez, J.C. Three-Component Synthesis of Pyrrole-Related Nitrogen
Heterocycles by a Hantzsch-Type Process: Comparison between Conventional and High-Speed Vibration Milling Conditions.
Asian J. Org. Chem. 2016, 5, 652-662. [CrossRef]

Larsen, G.R.; Weigele, M.; Vacca, J.P. Preparation of Pyrrolidinecarbonyl-Pyrrole- Sulfonamides Useful in Modulation of the
Inclusion Formation Treatment of Diseases. WO2016090313A1, 9 June 2016.

He, G.; Chen, G. A Practical Strategy for the Structural Diversification of Aliphatic Scaffolds through the Palladium-Catalyzed
Picolinamide-Directed Remote Functionalization of Unactivated C(Sp3) H Bonds. Angew. Chem. Int. Ed. 2011, 50, 5192-5196.
[CrossRef] [PubMed]

Kenyon, J.; Thaker, K. Ring—chain tautomerism in the acid esters of pyridine-2: 3-dicarboxylic acid. J. Chem. Soc. 1957, 2531-2536.
[CrossRef]


http://doi.org/10.3389/fcell.2021.728707
http://doi.org/10.1016/j.brainres.2015.10.003
http://doi.org/10.1002/ajoc.201600061
http://doi.org/10.1002/anie.201100984
http://www.ncbi.nlm.nih.gov/pubmed/21538752
http://doi.org/10.1039/JR9570002531

	Introduction 
	Results and Discussion 
	Establishing a TDP-43 WT-Overexpressing HEK-293 Cell Line—An Oxidative Stress Model 
	Establishing a SH-SY5Y TDP-43 M337V Mutant Cellular Model 
	Rationale of Compound 1 and 2 
	1 and 2 Alter Stress Granule Solubility in Both Cellular Models 
	Downregulation of Ubiquitin in Both Cellular Models 
	Viability 

	Materials and Methods 
	General Procedures 
	Reagents 
	SH-SY5Y Cell Culture 
	Generation of Wild-Type TDP-43-Expressing HEK-293 Cells 
	Cellular Treatments 
	Nucleocytoplasmic Fractionation 
	Solubility Fractionation 
	Protein Quantification and Western Blot 
	Immunofluorescence 
	Cell Viability Assay 

	Conclusions 
	References

