Figure S1. Multiple alignments of amino acid sequences of ZmSAPs

N-terminal (A20 domain)
KXVERPTELRAPEL Eﬂﬂgﬂ Nmﬂg_ﬂ DAASGBETEE

QRD P 2 AATR ASASVY AVI.QFD
MAQRDK.REEPTELRAPEI N CNLeC .
ZmSAPS ... MAEEQCHQRWQEEGE: 5 LDIeSKeYRDLYCQQPAGAARGPSAPTASAFCHSSSAVSG. v v v i tnernenarannnnns
ZmSAP6 ... MEHKEAGCQQPEGE &) MNMeSEHKEM IMKQEQAQLAASS IDSIVNGGDNGKGEAIAAT . VGVAVEQVEEKTIAVQE. .

ZmSAPT ... MEHKEAGCQUPEGE I NP SEHKEM ITKEECACLAASS IDS IVNGGDEGKGEVIAAS . VNVAVPQVEQKTIVVQFE . . MLV.
ZmSAP8 MAQRLDK.KEEPTELRAPEL CY®FSASRSSSSSSQPSPTSSPSASAPARRVPQER. ... ovvvnnnns PALLDARLQ..LAP
ZmSAPI0 .. ... MEHKEAGCCQAPEGFE SE®HKEMITROQDCAKLAASSIDSIVNGSDAVMEEVVAGSNTVVAVACQVELQTMNVQQPADVA

C-terminal (AN1 domain)

ZmSAPI ppRmnsm:nmpnssssvxﬁuﬁlﬁlﬁlﬁlﬁrmﬁmﬁsm{ e oafRs EvVAz:E1 . vBE
ZmSAP2 PDGGSNNBAVEQAQPCEPEH GRAIE )T T
ZmSAP4 ARPAARAVGCATEAZERASR N YA

ZmSAP5 BVSPDLEPPATAFAGARAG. .
7ZmSAP6 HVAETSERBRVIAK.RREGF
ZmSAP7 LVAETSERBRVIFPK.BEEGFE
ZmSAP8 LAFFAARAGCEVEASARTSA
ZmSAP10 DCVAGFSEGVAAISKGGEVEF]

[

HEE
e e

/mSAP3 MTQSIANNPINRGRSRREVEGRREMAREER F Crfe el v F R HR e _ADCG 5 muE
N S sv lrs 13 DEe b e O Mm: xsvn

ZmSAP3 GQGEREIL RSR P AR Qs
ZmSAP9 SEDFNIT“D SNYQK'\'M K VP

— = i
12 A SEFGAARAERRE SGECGRAZREEGSGEWALF,
G K@PGEREVDSGFPEVSMLRRSQKEETRSNSSNNNG

C2H2 C2H2
ZmSAP9 EWV&SSLVNAATNFRSSAEAGHQKLSTVTSQAFQKAFW'T‘ L Vl‘.qll.vul.I:‘ARFSTVGALIEWEKS*INSQPSBGRVTID*EKCSKAFRDPVLLVEBVERE&GGTSRV

Figure S2. Phylogenetic evolutionary tree of ZmSAPs.
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Figure S3. Expression profiles of ZmSAPs in different development stages of maize.
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Figure S4. Phenotype of yeast under drought stress mimicking by mannitol.
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Table S1. Collinearity relationship between SAP genes in maize and rice

Name of ZmSAP Name of OsSAP

ZmSAP1 OsSAP1
ZmSAP 1 OsSAP5
ZmSAP 2 OsSAP14
ZmSAP 3 OsSAP17
ZmSAP 4 OsSAP1
ZmSAP 4 OsSAP5
ZmSAP 5 OsSAPS8
ZmSAP 6 OsSAPS8
ZmSAP 6 OsSAP4
ZmSAP 7 OsSAPS8
ZmSAP 7 OsSAP4
ZmSAP 9 OsSAP16
ZmSAP 10 OsSAP8

ZmSAP 10 OsSAP4




Table S2. Primers used in this study.

Gene Primer sequence (5-3) Assay
ACGACTGCTGCTTCGACTAC
ZmSAPT ATCCGAGACGCCTAGAACCT for RT-qPCR
m CTTGGTACCGAGCTCGGATCCATGGCTCAGCGCGACAAG for OYES2-ZmSAPL construction
CCCTCTAGATGCATGCTCGAGGAACCTAACGATCTTGGCGGC orp onstructio
CTGTTTTCGAGACAACGCCG
TTATTGCTGCCTCCGTCAGG for RT-qPCR
ZmSAP 2
CTTGGTACCGAGCTCGGATCCATGACGCAGAAGCGGAAGAG for BYES2-ZmSAP2 construction
CCCTCTAGATGCATGCTCGAGAATTTTGGCGATCTTGTCGG orp onstructio
GAAAAGAGGTAGAGGGGCGG
ImSAP 3 —AAGTICGAGCTGGTTGCAGTC for RT-qPCR
m CTTGGTACCGAGCTCGGATCCATGACCCAATCAATCGCTAACAA oo oo
CCCTCTAGATGCATGCTCGAGGAAGATCTTGAGGCTCCGGATG orp " construction
CGGACAAGGTCTTCGGTGTT
CCACTGCACCACCACCATTA for RT-qPCR
ZmSAP 4
CTTGGTACCGAGCTCGGATCCATGGCGCAGCGCGACAAG o SYES2-ZmSAPA construction
CCCTCTAGATGCATGCTCGAGGAACCTAACGACCTTGGCCG P
ACGGATCGTCGGATTGTACG
TCAGTAAACGGCCAGCGATT for RT-qPCR
ZmSAP 5
CTTGGTACCGAGCTCGGATCCATGGCGGAGGAGCAGCAG for BYES2-ZmSAPS construction
CCCTCTAGATGCATGCTCGAGGATCTTGTCCTTGAGCTTATCGC orp onstructio
CCCCAGTCGAGTCACGAAAA
RT-qPCR
ACGATACCGACCCAAACCAC
ZmSAP 6
CTTGGTACCGAGCTCGGATCCATGGAACACAAGGAGGCCG o SYES2-ZmSAPE construction
CCCTCTAGATGCATGCTCGAGGATCTTGTCAAGCTTCTCCGCC P
GTGTTTTCAGGCCACTGCTC
GCAGAGGTTGCTTCCTCCTA for RT-gPCR
ZmSAP 7
CTTGGTACCGAGCTCGGATCCATGGAACACAAGGAGGCGG for DYESD-ZmSAP constructi
CCCTCTAGATGCATGCTCGAGGATCTTGTCGAGCTTCTCCGC orp moALS construction
TAGGTTCTGATTCGACCGGC
GATTTCGCATGCCTTTCCCC for RT-qPCR
ZmSAP 8
CTTGGTACCGAGCTCGGATCCATGGCGCAGCGCGACAAG for 0YES2-ZmSAPS construction
CCCTCTAGATGCATGCTCGAGGAACCTAACGATCTTGGCCGC orp onstructio
TCACGGTCTCACTCTCACCT
AAACGGACGGGACACGAAAT for RT-qPCR
ZmSAP 9
CTTGGTACCGAGCTCGGATCCATGGGCACGCCGGAGTTC for BYES2-ZmSAPY construction
CCCTCTAGATGCATGCTCGAGCACTCTTGACGTTCCTCCATGC P
CTTTATCTCTCTCCCCACGCC
CGATTCCTCTCCGACGATCC for RT-qPCR
ZmSAP 10

CTTGGTACCGAGCTCGGATCCATGGAGCACAAGGAGGCTGG
CCCTCTAGATGCATGCTCGAGGATCTTGTCGAGCTTGTCTGCC

for pYES2-ZmSAP10 construction




