Supplementary table S5 Effect of the BC-associated MMP gene polymorphisms ¢
( HaploReg, v4.1, http://archive.broadinstitute.org/mammals/haploreg/haploreg.php)

log-odds (LOD) ko3d.
SNPs transcription factors | reference (ref) | alternative (alt) | ALOD
allele allele
rs1940475 Clz 12.6 0.7 -11.9
(ref:T, alt:C) Myc 12.5 3.3 -9.2
NF-AT1 0.7 12.6 11.9
rs1799750 AP-1 6.4 -5.5 -11.9
(ref:2G, alt:1G) CHX10 -16.3 -15.3 1.0
DMRT?2 -18.3 -10.9 7.4
Dbx1 10.0 9.5 -0.5
En-1 5.8 5.5 -0.3
Ets -28.5 -24.7 3.8
Evi-1 13.6 6.2 -7.4
GATA 10.2 10.8 0.6
HMG-1Y 3.1 -4.9 -8.0
HIx1 7.5 8.0 0.5
Hoxb4 6.2 6.3 0.1
Msx-1 11.8 12.2 0.4
NcX 9.5 11.0 1.5
Nkx6-1 3.6 3.8 0.2
PLZF -2.6 5.9 8.5
Pax-4 3.0 4.5 1.5
Pax-6 8.0 8.4 0.4
Pou2f2 11.6 12.5 0.9
Pou3f2 10.3 9.4 -0.9
Pou3f4 2.4 3.2 0.8
Pou6fl 9.6 10.4 0.8
rs679620
(ref-T, alt:C) p300 16.4 14.3 -2.0
rs243865
(ref-C, alt:T) Myf 7.6 -4.3 -11.9
rs3918242 Ahr:Arnt 11.3 -0.6 -11.9
(ref:C, alt:T) E2F 6.2 10.2 4.0
HIF1 7.2 -4.7 -11.9
Myc 10.4 -0.9 -11.3
rs3918249 Arid3a 11.0 10.3 -0.7
(ref:T, alt:C) Hmx 9.7 11.6 1.9
Hoxb8 9.5 12.4 2.9
Pax-5 12.7 8.8 -3.9




rs17576 Pax-4 116 9.5 2.1

(ref:A, alt:G)
rs3787268 HDAC?2 11.6 13.2 1.6
(ref:G, alt:A) Mef?2 -5.5 6.5 12.0
Poulfl 9.9 11.7 1.8
Sox 5.9 14.2 8.3
Zfp105 9.6 13.1 35
p300 11.8 12.7 0.9

rs2250889

(ref:G, alt-C) NRSF 6.5 111 4.6

Note: ALOD = LOD (alt) - LOD (ref). A negative value indicates the increased affinity of this
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motif for the reference allele, while a positive value suggests the respective increase for the alternative
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