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Figure S1. Analytical RP HPLC profiles and MALDI-TOF or ESI-Q-TOF mass spectra 

of 1 - 4, P1a - P1e, P2a-P2c, 1a1 – 1a3, 1b1, 1c1, 1d1, 1e1, 2a1, 2b1, 2c1. 

RP-HPLC conditions were as follow: the buffer A (0.1 M CH3COONH4) and the buffer B (100% 

CH3CN). The buffer B gradient:  

B1: 0→2 min 0%; 2→25 min 0-48%; 25→30 min 48-60%; 30→35 min 60-0%; 35→38 min 0% 

B2: 0→2 min 0%; 2→25 min 0-45%; 25→28 min 48-60%; 28→30 min 60-0%; 30→33 min 0%. 

RP-HPLC conditions for 3 and 4 were as follow: the buffer A (0.1 M CH3COONH4) and the 

buffer B( 0.1 M CH3COONH4 / 40%CH3CN). The buffer B3 gradient: 0→3 min 0%; 3→23 min 

0-100%; 23→27 min 100%; 27→30 min 100-0%; 30→32 min 0%. 

 

1: 5’-d(TTT CTT TTC CTC C)-3’ 

 

 

 

 

 

 

 

 

 

ESI-Q-TOF 

 

0,0 2,5 5,0 7,5 10,0 12,5 15,0 17,5 20,0 22,5 25,0 27,5 30,0 32,5 35,0 37,5

0

100

200

300

400

500

600

700

800

900

1000

1100

1200

1300

mAU
Ch1 260nm,4nm Ch1 260nm,4nm 

1
3

,0
4

2



2: 5’-d(CTC CAG AGC CCG A)-3’ 
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P1a: 5’-d(UPrTT CTT TTC CTC C)-3’ 
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P1b: 5’-d(TTUPr CTT TTC CTC C)-3’ 

 

MALDI-TOF 
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P1c: 5’-d(TTT CTT UPrTC CTC C)-3’ 
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P1d:  5’-d(TTT CTT TTC CUPrC C)-3’ 
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P1e: 5’-d(TTUPr CTT UPrTC CTC C)-3’ 
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P2a: 5’-d(CUPrC CAG AGC CCG A)-3’  
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P2b: 5’-d(CTC CAG AGC CUPrG A)-3’ 

 

MALDI-TOF 
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P2c: 5’-d(CUPrC CAG AGC CUPrG A)-3’ 

 

MALDI-TOF 
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1a1: 5’-d(UB1TT CTT TTC CTC C)-3’ 

 

MALDI-TOF 
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1a2: 5’-d(UB2TT CTT TTC CTC C)-3’ (B2 RP-HPLC program) 
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1a3: 5’-d(UB3TT CTT TTC CTC C)-3’ (B2 RP-HPLC program) 
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1b1: 5’-d(TT UB1 CTT TTC CTC C)-3’ (B2 RP-HPLC program) 

 

ESI-Q-TOF 

 



1c1 : 5’-d(TTT CTT UB1TC CTC C)-3’ 

 

MALDI-TOF 
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1d1: 5’-d(TTT CTT TTC CUB1C C)-3’ 

 

MALDI-TOF  
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1e1: 5’-d(TTUB1 CTT UB1TC CTC C)-3’ 

 

MALDI-TOF  
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2a1: 5’-d(CUB1C CAG AGC CCGA)-3’ 
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2b1: 5’-d(CTC CAG AGC CUB1GA)-3’  
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2c1: 5’-d(CUB1C CAG AGC CUB1GA)-3’ 

 

MALDI-TOF 
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3: 5’-(GGG GGA AAA GAA A)-3’ (B3 RP-HPLC program)  

 

ESI-Q-TOF 
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4: 5’-(UCG GGC UCU GGU G)-3’ (B3 RP-HPLC program) 
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Figure S2. Spectral analysis of 8-(5-azido-3-oxa-pentoxy)-3-iron-bis(1,2-dicarbollide) 

[Fe(C2B9H11)2]- (azido derivative of FESAN). 
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Figure S3. Spectral analysis of 1-(3-azidopropyl)-1,2-dicarba-closo-dodecaborane (1,2-

DCDDB, [C2B10H12]) (azido derivative of 1,2-dicarba-closo-dodecaborate).  
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Figure S4. Spectral analysis of the bis-tetrabutylammonium-(4-azidobuthoxy)-

undecahydro-closo-dodecaborate (DDB, [B12H12]2-) (azido derivative of closo-

dodecaborate). 
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