GI No. 13 GI No.
GI No. 1 GI No. 2 GI No. 10
1 No. 1 No. 4. 1 No. st/ 1 No. 1 No. 8. 1 No. 12, t"xanthin 14.
Sequence type, upstream dusC, downstream GlIRw, ¢ @ > GI No. 5, approx. Gl ./'p D, GIIR: 76 @ ? GI No. 9 (egc and lukD/E) approx. (sspP/sspS), GI No. 11, approx. pos. GUIRw, 13, © ) >
(lsolate ID) approx. pos dusC, approx approx. pos. approx. pos. pos 280,000 approx. pOSlthll approx. pos. pos. pos. 1,800,000 approx. pos 2,500,000 approx. pos. approx. approx.
38,000 s i 1;8 000 " 40-80,000 170,000, : § 400,000 900,000 1,500,000 i 2.000. 060 : [ 2,530,000 position pos.
, . 38, ,000,
2,650,000 2,770,000
Q6GK23, Q6GK22,
828??; gégzzg QSHEX7, ASITWS, Q6GFQ3, DUF955,
Q6GK17, QIL3NG, $s101, 55102, 55103, 5104 QSHEX3, fStAT, AJP22988, DUF1433,
Q7A899, dusC-trc, : N i o SSEL ST S - DUF1433, Q6GFPS, AOAOE1X646, Q6GFP3, ) . ASYYPS, biQ, cbiO,
(S2T72(9;9'I){) DUFSI-GL, cstR/A/B- | Q6GKKS, Q7A890 i{:‘l’i’”;’“f'f ' Qgs&'; AGODI2 DUCFﬁgO"‘.z_ coy of “ﬁgi ”5?8’ ;Y%/;ilo? s "W?‘ PPE | egative sdS/Mespl, spIF, splE, spiD1, spiD2-1, spiD2- | sspPlsspS }%PB;“’P‘:?“ sasG, sarT, UPF0397, cna
-G GI, sqr, yxiE2 pies of [p: Q . A6Q essC, 2 copies o 55109, 55710, s ssl, appB, app 2, spIC, spIA, A6QHZT, ear2, sprB, epiG. pisautiSL, nudix sarU DUF62
5 SqT;, Y 5 SpIL, SpIA, B , Sprb, epiG,
DUF600, Q1Y4R3, ssill, slaP, Q2GOX2
DUF600, ADIO6784, ASITY2, ASITY3, lukD/E, sprC1, Q2FXA9,
DUF4064, DUF5084, 2 Q2FXAS, Q7A4X2
copies of DUF600
N Q2YY95,
) 55001, st sanC. QSHEX7, ASITWS, Q6GFQ3, DUF955,
merB, merC, tnp_IS1, Transposon with the 55105, s, DoRiiEs, | QOHEX3, DUF1433, hysd, DUF1433, ASYYPS 550, cbiD)
ST3268 tnp 15232, Q6GD44, Q6GKKS, y¢;Y, 3 conies of Inl QSHIHT-me penicillinase operon, 55109, appA, appD, appF, ”Q;Y'YDS > | ERS140266 RS01930, hsdS/M-spl, ear2, PsspS teal31. sau961. dem Sauo6l G sarT ijlin;o; d neative
(Ma2/A14043) dusC-trnc, DUF81-GI, | G7ZTCl, Q2YUT3 coples of ip - followed by 3copies of ssil, appB, appC DORHFS. stsd sprB, epiG, ASITY2, ASITY3, lukD/E, sprCl, SSPE/SSp g131, sau?6l, dem_Sau “_‘“U' sard, DUFe2 gativ
estR/A/B-GI, sqr DUF600 Ipl7, istB2_1S232, 1 1523; 54 Q2FXA9, Q2FXAS, Q99T51, A6U2S7, sar
tnp_1S232 1 15200 QTA4X2, seg/n/u/ilm/o
AOAOEOVL30,
DUF5082,
tnp_ISShal, C2G7AO, UPI0001C11B8A, 55101, 55102, 55103, 55105, C.GLRFI22 QSHEX7, ASITWS, QSHEX3, sprd, hsdS/M-
ST4168 Q6GKL3, C2G798, QIY4R2, Q6GK19, 55107, 55109, 55110, o CLRFI spl, splF, splE, spID2, spIC/B/A, ear2, epiG, ASYYPS, cbiQ, cbiO,
UPI0001C11B31, Q6GKK6, Q7A890 Ipl QSHIH7-trne DUF5085, Q1Y4R3, 2 hsdM/S-ssl, ssIl1, slaP, OPp O Q931R4 ERS140266_RS14190, epiF, epiD, epiC, epiB, | sspPlsspS teg131 sasG, sarT, UPF0397, cna
6CS0209 oppF-GI-RF122,
a ) Q6GKLI, tnp 15232, copies of DUF600, Q2GOX2, 4 copies of jpl, | FPIGTRINSS epid, WkD/E, sprC1, Q6GEN4, tnp_IS1, sarU DUF62
Q6GD44 QIY4R2, Q1Y4R3, lipC3, PP < QTA4X2, seg/n/uli/m/o
QIL3NG6, 4 copies of
DUF600
AOAOEOVL30,
QTAS9, dusC-tme DUF5082, 55101, 55102, 55103, 55104, Q2YY95, QSHEX7, ASITWS, DUF955, QSHEX3,
ST7687 DUFSLGI. astR/A/B- QSHIHT UPI0001C11B8A, 55105, 55106, 55107, 55108, appd, appD, app, | 592D sgC. DUF 1433, sprd, AJP22988, 3 copies of teg131, QSHD68, D2NAT2, ASYYPS, biQ, cbiO,
(LR L sor, vk Q6GKKS6, Q7A890 3 copies of Ipl QORLS2, A6QDIz | QUGK19, DUFS08S, 55109, 55710, hsdM/S-ssl, o arp e PP\ B, DORHFG, | DUF1433, hsdS/M-spl, spiF, spIC/B/A, sspP/sspS lipC3, 3 copies of Ipl, sasG, sarT, UPF0397, negative
(01-RR-86) b "-,?655/3) > QIY4R3, QIL3NG, ssi11, slaP, Q2GOX2, 6 'PPE, app! Q2YYDS, A6QHZ7, ear2, sprB, epiG, ASITY2, ASITY3, sauS0385, dem_SauS0385 sarU DUF62
as in C DUF600, Q1Y4R2, 3 copies of Ipl, lipC3 DIRHFS, stsA ukD/E, sprC1, Q2FXA9, Q2FXAS, Q7A4X2
copies of DUF600
101, 55102, 55103, 55104
Q6GK23, Q6GK22, SO0 S80I SIS, ST
QSHIT2, Q6GD34, 55105, 55107, 55108, 5109, QSHEX7, ASITWS, Q6GFQ3, DUF955, 4
Q6GK21, Q2G192, ; teg131, 2 copies of Ipl, o
Q7A899, dusC-trc, A6QDT75, A6QD76, 55110, hsdM/S-ss1, ssI11, - | DoRrHFs, copics of DUF1433, hysd, QSHEOI, hsdS/M- ; ASYYPS, biQ, cbiO,
ST7688 DUF81-GI, cstR/A/B- A8YZI18, Q6GKKS6, 3 copies of Ipl 8;:1';'; ’ A6QDI2 8?8}83 Sgg(]\}g slaP, Q2GOX2, 3 copies app;j» ”W? @PF. | Q2yyDs, spl, spIF, splE, spID1, spIC/B/A, A6QHZ7, sspP/sspS %SHCD?f' [D]”:f:: zé ;’1’5\31' 2 sasG, sarT, UPF0397, negative
(05-RR-90) Gl, sqr, yxiE2 Yej¥, GTZTCI, » A0 Q1)Y4R2' QIY4RS ands | Of/Phtp 15232, appe, app DORHFS, stsA ear2, sprB, epiG, ASITY2, ASITY3, lukD, :m"’; /;I ph dem _SauSAL sarU DUF62
Q7A890, Q2YUT3 SRS 3 istB2 18232, 3 copies of IukE s
copies of DUF600 Ipl, lipC3_SAV0446
esxC, esxB, esaF, esxD,
essD, QIY4R2, QIY4R3, | o0 0 0o QSHEX7, ASITWS, Q6GFQ3, DUF955,
3 copies of DUF600, S9T) o SS90 SSUU, ST QSHEX3, tnp_IS3, sprd, DUF1433, Q6GFPS, ) o
o 5, 55107, 55108, 55109, ° e, tegl31, 2 copies of Ipl, ASYYPS, cbiQ, cbiO,
ST7689 Q6GD44 Q6GKK6, Q7A890 2 copies of pl, QSHIHT, QIY4R2, QIY4RS, 2 55110, hsdM/S-ssl, ssl11, appA, appD, appF, | oo ive AOAOELX646, hsdS/M-spl, splF, spiD1, sspP/sspS Q5HD68, D2NAT2, lipC3, 3 sasG, sar, UPF0397, negative
(08-G-E) lipC3 QIRL82, A6QDI2 | copies of DUF600, SlaP, QOGOX2, 6 enpics appB, appC spICIB/A, A6QHZT, ear2, sprB, ASITY2, s of Il sanUSI i o DUFE?
ADI96784, DUF4064, P e IukD/E, Q2FXA9, Q2FXA8, Q99T51, P 75 ’
DUF5084, 3 copies of P ap AGU2S7, QTA4X2, seg/n/uli/m/o
DUF600
QSHIT2, Q6GD34, 828%?’838?92227 55101, 55102, 55103, 55104 QOGFQ3, DUF93S, QSHEX3, istB2 15232, teg131, 4 copies of Ipl
ST7690 Q7A899, dusC-trnc, A6QD75, A6QDT6, 3 copies of ipl, | QSHIHT, tnp- Q6GK19, Q6GK 18, 55103, - g‘gisg?i&"é’"‘i* 35{41? ; Qj’FGFP/SE istB2_1S232, tnp_1S232, ASYYPS, cbiQ, cbiO,
09-G DUF81-GI, cstR/A/B- A8YZ18, Q6GKKS, hysA, 3 copies Q6GHS59, tnp- Q6GK17, QIL3NG, 4 ss110, hsdM/S-ssl, ssI11, pr " Z”” ¢ 4PPE | negative DICTBIA Aéél;JZ7/ea:2!7 ;’fg 'j"[G’ SsspPlsspS QSHD68, D2NAT72, lipC3, sasG, sarT, UPF0397, cna
(09-G-F) Gl, sqr, yxiE2 ¥¢jY, tnp-Q6GHS9, of Ipl Q6GIF3 copies of DUF600, slaP, Q2GOX2, 6 copies PP, app! :5['”2 ASITY3, kDR fréfpoz’Fx " Ipl, sauS0385, sarU DUF62
tnp-Q6GJIF3, Q7A890 QIY4R2, Q1Y4R3, 4 of Ipl, lipC3 . ; R > dem_SauS0385
coples of DUFG00 Q2FXA8, Q7A4X2
y 55101, 55102, 55103, 55104, Q6GFQ3, DUF955, QSHEX3, tnp_IS3, sprd,
esxC, esxB, esaE, esxD,
ST7691 3 conies of Il QSHIHT D HeRo 55105, 55106, 55107, 55108, P —- DUF 1433, Q6GFPS, AOAOE1X646, hsdS/M- teg131, Ipl, QSHDGS, ASYYPS, biQ, cbiO,
(13-G.52) Q6GD44 Q6GKK6, Q7A890 iip Cg Pl QORLE2, A6QDI2 | QIY4RZ, QIY4RS 55109, 55110, hsdM/S-ssl, aﬁﬁ i’ aﬁﬁ c PP | hegative spl, spIF, spID1, splC/B/A, A6QHZT, ear2, SspP/sspS D2NA72, lipC3, 3 copies of sasG, sarT, UPF0397, cna
-G g g ’ ssi11, slaP, Q2GOX2, 6 ’ sprB, ASITY2, lukD/E, Q2FXA9, Q2FXAS, IplsauUSI, nudix sarU DUF62
DUF600 copics of Ipl, lipC3 QU9TS1, AGU2ST, QTA4X2. seg/n/u/i/im/o
QSHIT2, Q6GD34, oggg.oggx&z, 35101, 55102, 55103, 55104, Q2YY95, 02333 ﬁgggéoggi?ji? %{?515533 131, 4 copies of [pl
A6QD75, A6QD76 Q -Q > 55105, 55107, 55108, 55109, sagD, sagC, Q o g > > tegl31, 4 copies of Ip ASYYPS cbiQ, chiO,
ST7692 ) k > ) QSHIHT, Q6GK19, Q6GK18,  SSE) SIS, SO0 appA, appD, appF, 85 sagt, DUF1433, DUF1433, hys4, AOAOE1X646, QSHD68, D2NA72, , <00 )
Q6GD44 A8YZ18, Q6GKKS6 4 copies of Ipl 5110, hsdM/S-ssl, ssl11 Ppe, PP, APP nfnB, DORHF6, Y sspP/sspS sasG, sarT, UPF0397, negative
(17-H-61) oy Greter QIRLS2, A6QDI2 | QIL3NG, 2 copies of S1aP. Q3GOX?, 5 opics appB, appC QavyDs, | ISASM-spl, spif, spiE, iDL, spIC/BIA, SPES lipC3 SACOL2496,2 copies | 7 ¥ DUFE?
)Qé A590, Q2YUTS DUF600, Q1 Y4R3, ey T DORHFS. sisd AGQHZT, ear2, sprB, epiG, ASITY2, ASITY3, of Ipl dem_Sau3Al, sau3Al
> DUF600 ot fip » SIS IukD/E, A6U2ST, QTA4X2, Q99T51, int-2b
- 55101, 55102, 55103, 55104, Q6GFQ3, DUF955, QSHEX3, sprd, A
Q6GKKS, yej?, esxC, esxB, esak, esxD, 55105, 5107, 55108, 55109, DUF1433, Q6GEPS, AOAOE 1X646, /isdS/M- teg131, QSHD6S, D2NA72, ] hiQ, chiO,
ST7693 . QSHIHT, essD, TIGRO1741, appA, appD, appB, . ; sspP/sspS lipC3, Ipl, tx_universal3, QSHIUG, sarT, .
] negative G7ZTC1, Q7A890, Ipl QORLE2, AGQDI2 | QIY4R2, QIY4R: ss110, hsdM/S-ssl, ssI1 1, e negative spl, splF, splE, spID1, spIC/B/A, A6QHZ, e 122, SuRF122 .- UPF0397, negative
(29-P-01) Q2YUT3 g DUF600” > slaP, Q2GOX2, 6 copies PP ear2, sprB, ASITY2, lukD/E, A6U2S7, SIS, oo2Snen 002509 > DUF62
of Ipl, lipC3 Q7A4X2, Q99T51, int-2b zoos8neu_
QSHEX7, ASITWS, Q6GFQ3, DUF955,
esxC, esxB, esaF, esxD, QSHEX3, sprd, DUF 1433, Q6GFPS, P
ST7694 negative g:‘z"fgé’é;’/@go S conies of Il QSHIHT-tme essD, TIGRO1741, appA, appD, appF, gg‘;I\EFDés’ AOAOE1X646, hsdS/M-spl, spiF, spID1, PsspS teg131, 4 copies of Ipl /v\sxc(;yvpsjr i}’;?g,;é’;o' neative
(40-B-50) gativ QYUTS g copies of ip - QIY4R2, Q1Y4R3, appB, appC DORHFS stsd SspIC/BIA, A6QHZT, ear2, sprB, epiG, SIS, sauUSI, nudix ‘f““,U' sard, DUF62 gattv
DUF600 slaP, Q2GOX2 > 518 ASITY2, ASITY3, lukD/E, sprC1, Q2FXA9, sar
Q2FXAS8, Q7A4X2
5xC, esxB, esak, esxD),
QSHIT2, Q6GD34, ::D QIY4R2, Q1Y4R3, “:“:501' ":502‘ “fﬁo“' “_“_505' QSHEXT, ASITWS, S”"A’hD_(ij?' ;""_S'?’ teg131, BDS-53E_002366,
ST7695 A6QDT5, A6QD76 QSHIHT. DUF600, Q1Y4R2 53107, 85108, 5109, 3110, appA, appD, appF, ) DUF1433, AOAOELX646, hsdS/M-spl, spIF, Ipl, QSHD6S, D2NAT2. ) ) )
Q6GKL6 > > Ipl ’ g g hsdM/S-ssl, ssIl1, slaP, ; 4PPO AP pegative $pID2, splE, spICIB/A, ear2, epiG, SspPlsspS P g negative negative negative
(16CS0212) A8YZ18, Q6GKK6, QIRL82, A6QDI2 | QIY4R3, QIL3NG, appB, appC lipC3, 2 copies of Ipl

y¢jY, GTZTC1

DUF600, ADI96784,
DUF4064, DUF5084

Q2G0X2, 5 copies of Ipl,
lipC3

ERS140266_RS14190, epiE/F/P/D/C/B/A,
bsaX, lukD/E, sprC1, Q2FXA9, Q2FXA8

dem_Sau3Al, sau3Al




GI No. 13 GI No.
GI No. 1 GI No. 2 GI No. 10
1 No. 1 No. 4. 1 No. st/ 1 No. 1 No. 1 No. 12, t"xanthin 14.
Sequence type, upstream dusC, downstream GlIRw, ¢ @R GI No. 5, approx. Gl ./'p D, GIIR: 76 @R, GI No. 9 (egc and lukD/E) approx. (sspP/sspS), GI No. 11, approx. pos. GUIRw, 13, © ) >
(lsolate ID) approx. pos dusC, approx approx. pos. approx. pos. pos 280,000 approx. pOSlthl‘l approx. pos. pos. pos. 1,800,000 approx. pos 2,500,000 approx. pos. approx. approx.
38,000 s o5 1;8 000 " 40-80,000 170,000, : § 400,000 900,000 1,500,000 i 2.000. 060 : [ 2,530,000 position pos.
8 Pos. 35, B 2,650,000 2,770,000
Q6GK23, Q6GK22,
QSGK21, QSGK 19, 55101, 55102, 55103, 55104,
QOGKI8, Q6GK17 “jgg' 555?8' f%/‘gm?’ QZEYQS’C gfj‘:“l:ﬁl AS]:‘XSJ’P(;;G&@ZQ;"DUF%? 131, QSHD68, D2NAT2 biQ, chiO
i y 55109, ss110, hse -ssl, - sagD, sagC, 33, sprd, , 2 copies 0 tegl31, 3 s ¢biQ, cbiO,
ST7745 IpC, Q6GDA4 Q6GKK6, Q7A890 5 copies of p! 82;'&’; AGODI2 2?’;3:‘3&?;8&7“ 2 ssi11, slaP, Q2GOX2, Z”:’;’ ZI;P? @PF. | B DORKF6, | DUFI1433, hsdS/M-spl, spiF, spiE, splC/BIA, SspPlsspS lipC3, Ipl, dem SauRF122, negative UPF0397, cna
(03-RR-88) g A£I9678 4 DUF4467 Ipl locus-0450, PP, app! Q2YYDS, A6QHZ7, ear2, sprB, epiG, ASITY2, ASITY3, sauRF122 DUF62
DUFA064. DUF5084. tnp 15232, istB2 18232, DIRHFS, stsA IukD/E, sprC1, Q2FXA9, Q2FXAS, Q7A4X2
DUF600 g lipC3_SAA6159_00398
AOAOZNO09S,
AOAOUOVFZ6, -
Q5HIT2, Q6GD34, ﬁigg:’ ﬁgg?g AOA122YW60, DUF1433, hysA, 2 copies of DUF1433, 3%;3&; ”I‘;gﬁj\‘;‘;”;’ o3
ST7746 Q7A899, dusC-trnc, A6QD75, A6QDT6, AIPGo. ASIPT0. ADI96784, DUF4064, - Q6GFPS, AOAOE1X646, hsdS/M-spl, spIF, i 15232, BD 183 cbiQ, cbiO,
DUF81-GI, cstR/A/B- A8YZ18, Q6GKKS6, 6 copies of Ipl ASIPTL. ASIPT2. DUF5084, Q1Y4R2, app 5 “””C' PPE | negative SpIE, spID1, spIC/B/A, A6QHZ7, ear2, sprB, SsspP/sspS z”c'o .’; oIl BZN AT negative UPF0397, cna
(07-G-D) GL, sqr, yxiE2 Yej¥, GIZTCI, ANYs asiprs. | QIY4R3, QOL3NG, 2 appB. app! epiG, ASITY2, ASITY3, lukD/E, sprCl, e e s DUF62
Q7A890 A6QDIZ > | copies of DUF600, Q2FXA9, Q2FXAS, Q7TA4X2 d’fm 'S:; 085
QIY4R2, Q1Y4R3, 2 =
copies of DUF600
ggg?:é’ 32231(213 AQAEOVL30, QSHEX7, ASITW8, Q6GFQ3, DUF955.
g ; DUF5082, s5101, 55102, 5103, 55104, RRiatt g :
C2G798, ol s, 2 UPI0001C 1 1BSA 05, 107 108, sal09, Q2YY95, QSHEX3, DUF1433, hysd, hsdS/M-spl, spIF,
ST7747 UPI0001C11B31, c‘;’igsof’“ QSHIHT QIY4R2, Q6GKI Jf_llo' h’_ IM’/ASA---ll f’m' A aoD. anp. | 92D. sagC. SplE, spID1, spIC/B/A, AGQHZT, ear2, sprB, teg131, Ipl, QSHDGS,
2 D2N3E0, Q6GKLI, Q6GKK6, Q7A890 istgz 152;’2* QORLSZ, ASQDI2 DUF5085, Q1Y4R z?AP'Q;G(]XZM S Z""B' Z”PC' PP | B, DORHFG, | epiG, ERS140266_RS14190, SsspP/sspS D2NA72, lipC3, Ipl, ASYYPS negative negative
(12-G-51) tnp_15232, Q6GD44 15232, g s » slaP, g 'pB, app Q2YYDS, epiE/F/P/D/C/BIA, bsaX, epid, lukD/E, 5auS0385, dem_SauS0385
tnp_15232, pl QIL3N6, DUF600, istB2_IS232, tnp_18232,
QIY4RZ, QIY4R3, 3 3 conics of ol DORHES, sisd Q2YTQU, Q6GFN4, tnp_IS1, A6U2S7,
Similar as in CC398 copics o DUF600 pies oL P! Q7A4X2, Q99TS1
(except for some tnps)
) QSHEXT, ASITWS, Q6GFQ3, DUF955,
-G - 2.
esxC, esxB, esak, esxD, iijg; jjﬁgg gﬁgg jﬁgg Zﬁ% ifg}i QSHEX3, tnp_IS3, tnp. 1S3, 1122, sprd, teg131, BDS-53E_002366, ebig, chi0
ST7748 2 copies of Ipl, QS5HIHT, essD, TIGRO1741, g . g . . ; . DUF1433, Q2FXD2, hsdS/M-spl, splF, splE, Ipl, QSHD68, D2NA72, QS5HJUG, sarT, R0
(15-G-54) QeGDa4 QEGKKS, Q7AS90 lipC3 QORLS2, A6QDI2 | QIY4R2, QIY4R3, w0 IodS il | onDGLEGH, | negative spiD1, spICIBIA, AGQHZ, car, spr, sspPlsspS ipC3. 2 copies of carU UPFO37, ena
DUF600 fnfl'] s copies ZPI)AG,’RF”Z' ASITY2, lukD/E, Q2FXA9, Q2FXAS, dem_Sau3Al sau3AT
P e PP Q99TS1, A6U2S7, Q7TA4X2, seg/n/w/i/m/o
Q6GK23, Q6GK22, ;
- Q6GK21, Q2G192, ss101, 55102, ss103, 55104, 8§:E§Z AT Qe %ég;{fsgﬁ' teg131, BDS-53E_002366, 2
ST7749 o 3 copies of Ipl, Q6GK19, Q6GK18, 55105, 55107, 55108, 5109, DIRHF6, 2 Sprd, > . copics of Ip/ QSHD6S, biQ, cbiO,
w QOGKL3, C2G798, Q6GKK6, Q7A890 hvsA, 3 copies | QOHIHT, Q6GK17, QIL3NG, 2 $s110, hsdM/S-sst, ssi11 appd, appD, appF, | vy AOAOELX6406, hisdS/M-spl, splF, spIC/B/A, sspP/sspS DINAT2 ASYYPS UPF0397 negative
(18-H-62) D2N3E0, Q6GKLI, > - QIRLS2, A6QDI2 A > 2 Pl appB, appC ’ A6QHZ7, ear2, sprB, epiG, SPEYSS ) : ’ ’
np, 18232, Q6GDAA of Ipl copies of DUF600, slaP, Q2GOX2, 6 copies DIRHFS, stsA ERS 140266 RS 14190, epil/E/P/DIC/B/A lipC3 SACOL2496, 2 copies DUF62
= iﬁﬁ,&;l\“(g&}, 2 of Ipl, lipC3 IkDIE, sprC1, Q2EXA9, Q2FXAS, Q7A4X2 of Ipl dem_Sau3Al, sau3Al
Q6GK23, Q6GK22,
Q6GK21,Q2G192,
ASIP65, ASIP66, Q60K19, Q6GK IS, Q2YY95, DUF1433, hysd, DUF1433, DUF1433, legl31, BDS-53E 002362 -
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