Supplementary Information

Table S1. The primer sequences.

Method Name Sequence
' JAM-A forward 5 GTGTGTTGGAGGGCTTCTTAG 3'
Cloning JAM-A reverse 5 ATGCAGACCACCCATGATCT 3'
Cloning JAM-L forward 5" AGTCCCTTCATCTCAGCAGC &
JAM-L reverse 5" CAACCCATTCACCCCAAACC 3
GRT-PCR CCR2 forward 5TGAGACAAGCCACAAGCTGA 3
CCR2 reverse 5" TTCTGATAAACCGAGAACGAGAT 3’
JAM-A forward 5'AAGTTGTCCTGTGCCTACTCG 3'
qRT-PCR JAM-A reverse 5" CGGTCCTCATAGGAAGCTGT 3’
GRT-PCR JAM-L forward 5 CATGTTTTGCCCACTGAAAC 3’
JAM-L reverse 5" CATTCAGGCCCAAGGAATAA 3
GRT-PCR B2M forward 5 TTCTGGCCTGGAGGCTATC 3’
B2M reverse 5" TCAGGAAATTTGACTTTCCATTC 3'
qRT-PCR TBP forward 5" GAACATCATGGATCAGAACAACA 3’

TBP reverse

5 ATAGGGATTCCGGGAGTCAT 3
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Supplementary Figure S1 Knockdown efficiency of primary human
siRNAs targeting CCR2, JAM-A and JAM-L.
(A) Knockdown efficiency of siRNAs indicated as relative mRNA expression of respective target mRNA
after transfection of individual siRNAs compared to negative control (n=3, *p <0.05, **p <0.01).
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726524 s_at - ZFHX3

720739:s_at ITPKB
751393"a"at - PIK3IP1
741051 x_at - IMPDH1
29130 at - AN

743171”a_at - RCSD1
763426 a"at - TRAF3IP3
727643 s"at - TRERF1
742816"a_. a(—FAM13A
738980"a_at - CD4
743170 a at—RCSD‘I
215837 x"at -
76(1)710 a at—MS4A6A

7
729013 "at - ACPP
718818"s_at - SLC26A6
721107"a"at - TRABD
73492075 at - PCYOXIL

720057"a_at - POLR1D
EF6

CSD1
730478”at - RNF125

752590 s"at - Ci
72384 _a_at - MS4A6A
718062"a_at - NME3

71867823t - TMEM245
744475~ at - TRABD
729748 a"at - IL10RA
745326 % at - DUSIL
716402-at - EIFAEBP2
738091"a_at - ABTB1

7189 _s_at—RNASE4
2"at-C

73898, D4
7389817x_at - Cl

724979 a_at - DPEP2
757026"x_at - SERPINF1
757025 s_at - SERPINF1
724008 a_at - ENTPD1

722970”a_at - CREB5
722971"a"at - CREB5
733801sat - CPPED1
753705"x"at - STMN1
732351 at - HGF
7226817t - RBP7
7628267 at - ARHGEF6

724291"a"at - TRIT1
7215822 at - LRMP
72156372t - ANG
746729 a"at - LRMP
7451652t - TRAC3IP3

724992 x"at - GTPBP3

Supplementary Figure S2. Gene names of regulated genes on the heatmap ordered by clusters.

11743378"a_at - NIN
11723433"a —TBC1022A

75294 - DBP
716232 aT- CTNNBIP1
736962"a_at - MBNL2
758238 s_at - ABCC4
749411”a_at - SPIDR
720856_a_at - INSR
746542 x_at - SPIDR
747171”"a_at - MXD4
718304 s"at - NA
748899_a_at - RGS14
735728 x at—ZNF385A

1"a_at - FAM53B

749056 a at - FF:CSD1

41 874_x at - SEPP1



Cluster 2 Cluster 3

11753719 a_at - GMFB 744921”a”at - SLC43A1

11753358 a_at - ACVR1 756191”a"at - MANIC1
758185 at - TWF1 750879 a at - CREB5
7469293 at - MOB3C 738889”at - 1QCD
735676_a_at - OSGIN1 720857 a_at -~ INSR

7175247s” at— RDX
748968 x_at - RDX
724523"a” at-CDK5RAP2
728498"a_at - SVIL
745431"a at-SVIL
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724676 a"at - KLHL2
731452"s"at - SEC62
720444"s_at - ERLIN1
748951 3-at - CTNNB1
748952 xat - GTNNB1
747388 "x_at - GTNNB1
747361 "x"at - HMGAT
750680x"at - CTNNB1
723135 sat - SRC
720755 at - STAT3
746889 a_at - CKAP4
331107 at - 1K
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63785 x_at - KCNN4
19227 x_at - KCNN4
29847 a at-CCI7

7
7
7
7
7
736513s
7
7
7
7
7

728286 at - RBMS2
746198 a_at- METTL9
751817 x_at - MBNL2
725410~at - NAV1
737027 a_at - FLT3
748399 s at - VCL
721626_a"at - SEPT6
746773-a"at - SLC27A1
719036 _af - UVRAG

7486952 at - SYNGR1
735306 _af - C9orf139

733650 s_at - FAM228B
755804 a_at - SEMA4D

753045"a_at - MBNL2
_'32417:at - FAM105A
720204 at - NTSDC1

28285"at — RBN
32699 a_at - PK B
732700"x_at - ?KIB
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1724293"a_at - TRIT1
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1751748"a_at - CHN2
1727642"a_at - TRERF1
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Cluster 5

11759611 af - SMIM11A
11724007 _s_at - ENTPD1
11725568 a_at - ATPBA1
11751656_"a_at - TMEM154
11721955"at - RFX7
11756758 at - SPECCH
11758230 s at - NFIA
1172540152t - TRIT1
11732747 at - HGE
11716390~a_at -~ BACE1
11724625"a"at - SPATA
11756155"a_at - NHS
11734783-3-3t - DEPTOR
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715635 x_at - TMEM14C
44429"a"at - STX10
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11723368 a_at - ARHGEF6
726947 a_at - TLR8
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727788 aat - PIGS
741510a_at - HERPUD1
730383"a_at - SNX18
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735681 xat - CD4
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749803 s”_at - ARL8B

722031"s"at - RNF11
747482"a_at - HNRNPR
726583 s_at - CKAP4
721801”at - ARL8B
742819 at - PLAUR
718648”s_at — ACVR1
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1721448 a_at - ETF1
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1739366_ at - ASPH
717582"a_at - RGCC
717566_at - EMP1
719355"s_at - SH3BP5
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7207707a" at - PPIF
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11756431”s”at - TXNIP
11759642 xat - HLA-DRB1
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