
Supplementary Information 

Table S1. The primer sequences. 

Method Name Sequence 

Cloning 
JAM-A forward 5′ GTGTGTTGGAGGGCTTCTTAG 3′ 

JAM-A reverse 5′ ATGCAGACCACCCATGATCT 3′ 

Cloning 
JAM-L forward 5′ AGTCCCTTCATCTCAGCAGC 3′ 
JAM-L reverse 5′ CAACCCATTCACCCCAAACC 3′ 

qRT-PCR 
CCR2 forward 5′TGAGACAAGCCACAAGCTGA 3′ 
CCR2 reverse 5′ TTCTGATAAACCGAGAACGAGAT 3′ 

qRT-PCR 
JAM-A forward 5′AAGTTGTCCTGTGCCTACTCG 3′ 
JAM-A reverse 5′ CGGTCCTCATAGGAAGCTGT 3′ 

qRT-PCR JAM-L forward 
JAM-L reverse 

5′ CATGTTTTGCCCACTGAAAC 3′ 
5′ CATTCAGGCCCAAGGAATAA 3′ 

qRT-PCR B2M forward 
B2M reverse 

5′TTCTGGCCTGGAGGCTATC 3′ 
5′ TCAGGAAATTTGACTTTCCATTC 3′ 

qRT-PCR TBP forward 
TBP reverse 

5′ GAACATCATGGATCAGAACAACA 3′ 
5′ ATAGGGATTCCGGGAGTCAT 3′ 

 
 
Supplementary Figure S1 
 

 
Supplementary Figure S1 Knockdown efficiency of primary human monocytes transfected with 
siRNAs targeting CCR2, JAM-A and JAM-L. 
(A) Knockdown efficiency of siRNAs indicated as relative mRNA expression of respective target mRNA 
after transfection of individual siRNAs compared to negative control (n=3, *p < 0.05,  **p < 0.01). 
 

 

 

  



Supplementary Figure S2. Gene names of regulated genes on the heatmap ordered by clusters. 

  



  



 

  



 


