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Supplementary figure legends

Figure S1. Identification of protein(s) interacting with S100A8/A9. Three bands, BP1, 2 and 3,

clearly stained with CBB, that bound with the single GST-S100A9 as well as the mixture of GST-

S100A8 and GST-S100A9 in a consistent manner, were subjected to a liquid chromatography–tandem

mass spectrometry (LC-MS/MS) analysis; the results are displayed as a modified list.
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Figure S2. Change in the expression of HRG in melanoma-burdened mice. Because the liver

is the main source of HRG production, the livers were also resected from mouse melanoma (B16-

BL6 cells)-burdened C57BL/6J mice at the same time point (Day 7) as in the experiment shown

in Figure 4A. The resected livers were analyzed for Hrg gene expression levels. Tbp mRNA was

used as a control for the analysis. The abbreviation Cont. represents healthy liver from the non-

tumor burdened control mice. B16-BL6 represents a diseased liver from mouse melanoma (B16-

BL6 cells)-burdened mice.


