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Figure S1. The mRNA and amino acid sequences of Ac_dmrt]l. The DM domain is boxed in red.
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Figure S2. Phylogenetic tree based on Dmrtl amino acid sequences



Figure S3. The mRNA and amino acid sequences of Ac_foxI2. The forkhead domain is boxed in red.
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Figure S4. Phylogenetic tree based on Fox]2 amino acid sequences.
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