
 

 

 

 

Figure S1. Sunburst illustration of species with Topo_C_Rpt. n=4235 (from 
http://pfam.xfam.org/family/Toprim_C_rpt#tabview=tab7). Color assignments: Green – Bacteria, 
Purple – Eukaryota. 

 

http://pfam.xfam.org/family/Toprim_C_rpt#tabview=tab7


 

Figure S2. Sunburst illustration of species with Topo_C_ZnRpt.  n=5401 (from 
http://pfam.xfam.org/family/zf-C4_Topoisom#tabview=tab7). Color assignments: Green – Bacteria, Purple – 
Eukaryota, Orange - Archea. 

 

http://pfam.xfam.org/family/zf-C4_Topoisom#tabview=tab7


N-terminal D1-D4                                        

TopA with one Topo_C_ZnRpt followed by two Topo_C_Rpt domains
Examples of bacterial species: Rickettsia bellii, Candidatus Phycorickettsia trachydisci

N-terminal D1-D4                                        

TopA with one Topo_C_ZnRpt followed by three Topo_C_Rpt domains
Examples of bacterial species: Caulobacter crescentus, Gallionella capsiferriformans

N-terminal D1-D4                                        

TopA with one Topo_C_ZnRpt followed by four Topo_C_Rpt domains
Examples of bacterial species: Methylocapsa palsarum, Roseiarcus fermentans

Figure S3.  Arrangements of Topo_C_ZnRpt and Topo_C_Rpt C-terminal domains 
in TopA from bacterial species found to have both types of C-terminal domains 



 
Human Top3A 
 
Topo_C_ZnRpt domains 
653 EPIRKCPQCNKDMVLKTKKN----------GGFYLSCMGFPECRSAVWLPDSVLEAS 
700 RDSSVCPVCQPHPVYRLKLKFKRGSLPPTMPLEFVCCIGGCDDTLREILDLRFS 
 
Zf-GRF domains  
807 ESNSVTCNCGQEAVLLTVRKEGPNRGRQFFKCNGGSCNFFLWADSPNP 
891 SGSGTSCLCSQPSVTRTVQKDGPNKGRQFHTCAKPREQQCGFFQWVDENTAP 
 
CCHC domain 
979 KKPRKCSLCHQPGHTRPFCPQNR 
 
 
 
Human Top3B 
 
C4-type zinc fingers 
615 AATGKPLSRCGKCHRFMKYIQ----------AKPSRLHCSHCDETYTLPQNGTIKLYKELRCPLDD 
679 GSRGKSYPLCPYCYNHPPFRD-----------MKKGMGCNECTHPSCQH 
717 SLSMLGIGQCVECESGVLVLDPTS-------GPKWKVACNKCNVVAHCFENA 
762 HRVRVSADTCSVCEAALLDVDFNKAKSPLPGDETQHMGCVFCDPVFQELVELKHAASCHPMH 
 
RGG motif 
824 RGGPGRRQGRGRGRARRPPGKPNPRRPK  
 
 

Figure S4. C-terminal domains in human type IA topoisomerases.  The RGG motif in Top3B is important 
for RNA binding. 
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Figure S5. Taxonomy common tree of select bacterial 
species to illustrate the distribution of Topo_C_ZnRpt 
and Topo_C_Rpt repeats in bacterial topoisomerase I. 
The number of the repeats found in the TopA C-terminal 
region are indicated next to the species.
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Figure S6. Taxonomy common tree  of select fungi 
species to illustrate the distribution of zf-GRF and zf-
CCHC repeats in fungal topoisomerase III. The number 
of the repeats found in the Top3 C-terminal region are 
indicated next to the species.




