
Figure S1: The protein-protein interaction network as analyzed by STRING software with high confidence (0.700) and omitted nodes those are not connected to the network. Red 
arrows represent upregulation and blue arrows represent downregulation. The map of the exclusively upregulated and downregulated proteins from (A) 3dwb and (B) 12dwb show 

high interactions, which indicates that the proteins are biologically linked, at least partly, as a group.
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