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Figure S1. Correlations between transcription levels of TRIM28 and HERV
sequences in whole blood from 79 healthy children (HC).

RQ: Relative Quantification. Circles show the mean of three individual
measurements. Line: Linear regression line. Statistical analysis: Spearman correlation

test.
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Figure S2. Correlations between transcription levels of SETDB1 and HERV

sequences in whole blood from 79 healthy children (HC).

RQ: Relative Quantification.

Circles show the mean of three

individual

measurements. Line: Linear regression line. Statistical analysis: Spearman correlation

test.



