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	EM pool
	IC pool
	SC pool

	Total number of filtered reads
	77096968
	96664708
	91031292

	Number of reads mapped to reference genome
	59159713 (76.73%)
	74573819 (77.15%)
	70394914 (77.33%)

	Multiple mapped reads
	3492570 (4.53%)
	4099587 (4.24%)
	3915451 (4.3%)

	Uniquely mapped reads
	55667143 (72.2%)
	70474232 (72.91%)
	66479463 (73.03%)

	Reads mapped to positive strand
	27808461 (36.07%)
	35172769 (36.39%)
	33207720 (36.48%)

	Reads mapped to negative strand
	27858682 (36.13%)
	35301463 (36.52%)
	33271743 (36.55%)

	Non-spliced reads
	35027984 (45.43%)
	45197350 (46.76%)
	42301161 (46.47%)

	Splice reads
	20639159 (26.77%)
	25276882 (26.15%)
	24178302 (26.56%)


EM = entire males; IC = immunocastated pigs; SC = surgically castrated pigs.

