
Figure	
  S1:	
  Valida/on	
  of	
  DEG	
  in	
  FRT-­‐overexpressing	
  clones.	
  A.	
  Selected	
  genes	
  from	
  the	
  results	
  of	
  RNA-­‐seq	
  performed	
  on	
  
FOXE1	
  overexpressing	
  CF55.	
  B.	
  A	
  qrt-­‐PCR	
  analisis,	
  for	
  the	
  genes	
  in	
  A,	
  was	
  performed	
  on	
  FOXE1-­‐clones	
  compared	
  to	
  control	
  
FRT	
  cells	
  (ctr).	
  The	
  data	
  are	
  shown	
  	
  as	
  ctr-­‐relaEve	
  expression	
  (2^-­‐ΔΔCt)	
  and	
  reported	
  referring	
  to	
  the	
  funcEonal	
  category	
  
they	
  belong	
  to.	
  The	
  doKed	
  line	
  represents	
  the	
  ctr	
  value	
  set	
  to	
  1.	
  TUBULIN	
  was	
  used	
  to	
  normalize.	
  	
  

A	
   B	
  

AB
LIM
3
IFI
20
4
SO
X6

CE
LS
R2

RH
OQ

CL
ST
N3 CF

H
LC
P1

UN
C1
3D

DP
P4

CA
V1

TA
C4

SL
C1
A2

HE
PH AD

M
0

2

4

10
20

1000
2000
3000
4000

ct
r
R
el
at
iv
e
ex
pr
es
si
on

CF26
CF19
CF55

DNA binding, 
transcription and 
RNA processing  

Ion 
homeostasis 
and transport  

Extracellular 
exosome, 

vescicole and 
organelle  

Leukocyte 
aggregation and 

activation  

FC26	
  
FC19	
  
FC55	
  



W
T	
  

C	
  B	
  

A	
   WT	
  
FOXE1+/-­‐	
  

FO
XE

1+
/-­‐
	
  

W
T	
  

FO
XE

1+
/-­‐
	
  

0.0	
  

0.5	
  

1.0	
  

1.5	
  

2.0	
  

2.5	
  

3.0	
  

3.5	
  

CCL2	
   LGALS3BP	
   CSF1	
   CCL7	
   INPP5D	
   CCR2	
   CSF1R	
  

N
T-­‐
Re

la
/v

e	
  
ex
pr
es
si
on

	
  

	
  

Figure	
  S2:	
  A.	
  Total	
  RNA	
  was	
   extra
cted	
  from	
  thyroids	
  of	
   doxycy
cline	
  treated	
  and	
   untrea
ted	
  (NT)	
  	
  WT	
  and	
  Foxe1+/-­‐	
   mi
ce	
  and	
  macrophages	
  related	
  	
   
markers	
  were	
  analyzed	
  by	
  
quanEtaEve	
  RT-­‐PCR.	
  Results	
  are	
   
reported	
  as	
  the	
  fold	
  change	
  (2^-­‐
∆∆Ct)	
  of	
  WT	
  and	
  Foxe1+/-­‐	
  treated	
   
mice	
  respect	
  to	
  the	
   
corresponding	
  untreated	
  mice.	
   
Means	
  ±	
  SD	
  are	
  shown.	
  T-­‐Test	
   
was	
  performed	
  on	
  data	
  founding	
   
no	
  significance.	
  B,	
  C.	
  IHC	
  staining	
   
for	
  IBA1	
  (B)	
  and	
  GALECTIN-­‐3	
  (C)	
   
was	
  performed	
  on	
  7µm	
  secEon	
  of
thyroids	
  from	
  WT	
  and	
  	
  Foxe1+/-­‐	
   
mice	
  a`er	
  doxycycline	
  treatment.	
   
Hematoxylin	
  was	
  used	
  to	
  stain	
   
the	
  nuclei.	
  20X	
  magnificaEons	
  are	
   
shown.	
  Each	
  image	
  is	
   
representaEve	
  of	
  six	
  different	
   
images.	
  	
  


