
Supplementary Table S5. List of primers used in this study 

 

Name of primer Primer sequence (5´-3´) Target Ta (°C) 
Amplicon 
size (bp) Reference* 

CMY /F ATG ATG AAA AAA TCG TTA TGC TGC blaCMY 58 1138 [107] 
CMY /R GCT TTT CAA GAA TGC GCC AGG     
CTX-M /F ATG TGC AGY ACC AGT AAR GTK ATG GC blaCTX-M 55 592 [107] 
CTX-M /R TGG GTR AAR TAR GTS ACC AGA AYS AGC GG     
OXA-1 /F ATG AAA AAC ACA ATA CAT ATC AAC TTC GC blaOXA-1 55 820 [107] 
OXA-1 /R GTG TGT TTA GAA TGG TGA TCG CAT T     
OXA-2 /F ACG ATA GTT GTG GCA GAC GAA C blaOXA-2 55 601 [107] 
OXA-2 /R ATY CTG TTT GGC GTA TCR ATA TTC     
SHV /F TTA TCT CCC TGT TAG CCA CC blaSHV 55 796 [107] 
SHV /R GAT TTG CTG ATT TCG CTC GG     
TEM /F GCG GAA CCC CTA TTT G blaTEM 55 964 [107] 
TEM /R ACC ATT GCT TAA TCA GTG AG     
      
MOXMF 
MOXMR 

GCT GCT CAA GGA GCA CAG GAT 
CAC ATT GAC ATA GGT GTG GTG C 

blaMOX-1, blaMOX-2, blaCMY-1, blaCMY-8 
to blaCMY-11 

64 520 [110] 

CITMF 
CITMR 

TGG CCA GAA CTG ACA GGC AAA 
TTT CTC CTG AAC GTG GCT GGC 

blaLAT-1 to blaLAT-4, blaCMY-2 to 
blaCMY-7, blaBIL-1 

64 462 [110] 

DHAMF 
DHAMR 

AAC TTT CAC AGG TGT GCT GGG T 
CCG TAC GCA TAC TGG CTT TGC 

blaDHA-1, blaDHA-2 64 405 [110] 

ACCMF 
ACCMR 

AAC AGC CTC AGC AGC CGG TTA 
TTC GCC GCA ATC ATC CCT AGC 

blaACC 64 346 [110] 

EBCMF 
EBCMR 

TCG GTA AAG CCG ATG TTG CGG 
CTT CCA CTG CGG CTG CCA GTT 

blaMIR-1, blaACT-1 64 302 [110] 

FOXMF 
FOXMR 

AAC ATG GGG TAT CAG GGA GAT G 
CAA AGC GCG TAA CCG GAT TGG 

blaFOX-1 to blaFOX-5b 64 190 [110] 

 
 
 
 
 

     



MultiCaseACC_for 
MultiCaseACC_rev 

CAC CTC CAG CGA CTT GTT AC 
GTT AGC CAG CAT CAC GAT CC 

blaACC-1, blaACC-2 60 346 [109] 

MultiCaseFOX_for 
MultiCaseFOX_rev 

CTA CAG TGC GGG TGG TTT 
CTA TTT GCG GCC AGG TGA 

blaFOX-1 to blaFOX-5 60 162 [109] 

MultiCaseMOX_for 
MultiCaseMOX_rev 

GCA ACA ACG ACA ATC CAT CCT 
GGG ATA GGC GTA ACT CTC CCA A 

blaMOX-1, blaMOX-2, blaCMY-1, blaCMY-8 

to blaCMY-11, blaCMY-19 
60 895 [109] 

MultiCaseDHA_for 
MultiCaseDHA_rev 

TGA TGG CAC AGC AGG ATA TTC 
GCT TTG ACT CTT TCG GTA TTC G 

blaDHA-1, blaDHA-2 60 997 [109] 

MultiCaseCIT_for 
MultiCaseCIT_rev 

CGA AGA GGC AAT GAC CAG AC 
ACG GAC AGG GTT AGG ATA GY 

blaLAT-1 to blaLAT-3, blaBIL-1, blaCMY-2 
to blaCMY-7, blaCMY-12 to blaCMY-18, 
blaCMY-21 to blaCMY-23 

60 538 [109] 

MultiCaseEBC_for 
MultiCaseEBC_rev 

CGG TAA AGC CGA TGT TGC G 
AGC CTA ACC CCT GAT ACA 

blaACT-1, blaMIR-1 60 683 [109] 

      
sul1 /F CTT CGA TGA GAG CCG GCG GC sul1 68 417 [104] 
sul1 /R GCA AGG CGG AAA CCC GCG CC     
sul2 /F AGG GGG CAG ATG TGA TCG AC sul2 58 249 [104]  
sul2 /R GCA GAT GAT TTC GCC AAT TG     
sul3 /F GAG CAA GAT TTT TGG AAT CG sul3 55 789 [104] 
sul3 /R CAT CTG CAG CTA ACC TAG GGC TTT GGA     
dfrA1 /F ACG GAT CCT GGC TGT TGG TTG GAC GC dfrA1 55 254 [104] 
dfrA1 /R CGG AAT TCA CCT TCC GGC TCG ATG TC     
dfrA12 /F ACT CGG AAT CAG TAC GCA dfrA12 51 462 [104] 
drfA12 /R GTG TAC GGA ATT ACA GCT     
dfrA14 /F TTA ACC CAG GAT GAG AAC CT dfrA14 56 510 [105] 
dfrA14 /R CGA TTG CAT AGC TTT GTT AA     
dfrA17 /F GAT TTC TGC AGT GTC AGA dfrA17 50 384 [104] 
dfrA17 /R CTC AGG CAT TAT AGG GAA     
dfrA19 /F AGT CGC TGT GGA TTC TAA GT dfrA19 56 455 [103] 
dfrA19 /R CAA TGT GAA AAT TGT TCT GG     
tetA /F GCT ACA TCC TGC TTG CCT TC tet(A) 55 210 [104] 
tetA /R CAT AGA TCG CCG TGA AGA GG     
tetB /F TTG GTT AGG GGC AAG TTT TG tet(B) 55 659 [104] 
tetB /R GTA ATG GGC CAA TAA CAC CG     
tetC /F CTT GAG AGC CTT CAA CCC AG tet(C) 55 418 [104] 
tetC /R ATG GTC GTC ATC TAC CTG CC     



tetD /F AAA CCA TTA CGG CAT TCT GC tet(D) 55 787 [104] 
tetD /R GAC CGG ATA CAC CAT CCA TC     
tetE /F AAA CCA CAT CCT CCA TAC GC tet(E) 55 278 [104] 
tetE /R AAA TAG GCC ACA ACC GTC AG     
tetG /F CAG CTT TCG GAT TCT TAC GG tet(G) 55 468 [104] 
tetG /R GAT TGG TGA GGC TCG TTA GC     
catA /F CCT GCC ACT CAT CGC AGT catA 55 623 [104] 
catA /R CCA CCG TTG ATA TAT CCC     
cmlA /F TGT CAT TTA CGG CAT ACT CG cmlA 55 455 [104] 
cmlA /R ATC AGG CAT CCC ATT CCC AT     
cfr /F TGA AGT ATA AAG CAG GTT GGG AGT CA cfr 48 746 [108] 
cfr /R ACC ATA TAA TTG ACC ACA AGC AGC     
floR /F GCG ATA TTC ATT ACT TTG GC floR 50 425 [104] 
floR /R TAG GAT GAA GGT GAG GAA TG     
aadA1 /F CGA CTC AAC TAT CAG AGG TA aadA1 51 384 [104] 
aadA1 /R CTT TTG TCA GCA AGA TAG CC     
aadA2 /F CGG TGA CCA TCG AAA TTT CG aadA2 55 249 [104] 
aadA2 /R CTA TAG CGC GGA GCG TCT CGC     
aadA4 /F ATC TTG CGA TTT TGC TGA CC aadA4 53 198 [102] 
aadA4 /R TGT ACC AAA TGC GAG CAA GA     
aadA5 /F CAC TGG ACA CAA TCC ACC TG aadA5 55 217 [104] 
aadA5 /R CCA AGG CAC TAC TTC GCT TC     
aadB /F GGG CGC GTC ATG GAG GAG TT aadB 67 328 [96] 
aadB /R TAT CGC GAC CTG AAA GCG GC     
strA /F CCT ATC GGT TGA TCA ATG TC strA 58 250 [104] 
strA /R GAA GAG TTT TAG GGT CCA CC     
strB /F ATC GTC AAG GGA TTG AAA CC strB 55 509 [97] 
strB /R GGA TCG TAG AAC ATA TTG GC     
qepA /F GCA GGT CCA GCA GCG GGT AG qepA 60 199 [100] 
qepA /R CTT CCT GCC CGA GTA TCG TG     
qnrA /F ATT TCT CAC GCC AGG ATT TG qnrA 53 516 [98] 
qnrA /R GAT CGG CAA AGG TTA GGT CA     
qnrB /F GAT CGT GAA AGC CAG AAA GG qnrB 53 469 [98] 
qnrB /R ACG ATG CCT GGT AGT TGT CC     
qnrC /F GGG TTG TAC ATT TAT TGA ATC qnrC 50 447 [106] 
qnrC /R TCC ACT TTA CGA GGT TCT     



qnrD /F CGA GAT CAA TTT ACG GGG AAT A qnrD 50 582 [101] 
qnrD /R AAC AAG CTG AAG CGC CTG     
qnrS /F ACG ACA TTC GTC AAC TGC AA qnrS 53 417 [98] 
qnrS /R TAA ATT GGC ACC CTG TAG GC     
aac(6´)-Ib /F TTG CGA TGC TCT ATG AGT GGC TA aac(6´)-Ib 55 482 [99] 
aac(6´)-Ib /R CTC GAA TGC CTG GCG TGT TT     

 
*Reference numbers correspond to the reference numbers in the main manuscript 
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